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Complex pectin metabolism by gut bacteria reveals novel catalytic functions. Nature, 2017, 544, 65-70.
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Mobility shift-based electrthoresis coupled with fluorescent detection enables real-time enzyme
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analysis of carbohydrate sulfatase activity. Biochemical Journal, 2021, 478, 735-748.
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Correction: Mobility shift-based electrophoresis coupled with fluorescent detection enables
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