36

papers

36

all docs

430874

1,198 18
citations h-index
36 36
docs citations times ranked

377865
34

g-index

2103

citing authors



10

12

14

16

18

*

ARTICLE IF CITATIONS

Modeling germline mutations in pineoblastoma uncovers lysosome disruption-based therapy. Nature

Communications, 2020, 11, 1825.

Stratifying the stratifiers of triple negative breast cancer. Oncotarget, 2020, 11, 306-308. 1.8 1

A subgroup of microRNAs defines PTEN-deficient, triple-negative breast cancer patients with poorest
prognosis and alterations in RB1, MYC, and Wnt signaling. Breast Cancer Research, 2019, 21, 18.

Molecular stratification within triple-negative breast cancer subtypes. Scientific Reports, 2019, 9,
19107. 33 8

Identification of CDC25 as a Common Therapeutic Target for Triple-Negative Breast Cancer. Cell
Reports, 2018, 23, 112-126.

CDC25 as a common therapeutic target for triple-negative breast cancer - the challenges ahead.

Molecular and Cellular Oncology, 2018, 5, e1481814. 0.7 o

Mapping genomic and transcriptomic alterations spatially in epithelial cells adjacent to human breast
carcinoma. Nature Communications, 2017, 8, 1245.

microRNA-143/145 loss induces Ras signaling to promote aggressive Pten-deficient basal-like breast 5.0 29
cancer. JCl Insight, 2017, 2, . :

Kruppel-like factor 6 suppresses growth and invasion of hepatocellular carcinoma cells in vitro and
in vivo. International Journal of Inmunopathology and Pharmacology, 2016, 29, 666-675.

Common and distinct features of mammary tumors driven by Pten-deletion or activating Pik3ca

mutation. Oncotarget, 2016, 7, 9060-9068. 1.8 1

Combined deletion of <scp>P</scp>ten and p53 in mammary epithelium accelerates tripled€negative
breast cancer with dependency on e<scp>EF</scp>2<scp>K</[scp>. EMBO Molecular Medicine, 2014, 6,
1542-1560.

Validation of the prognostic gene portfolio, ClinicoMolecular Triad Classification, using an
independent prospective breast cancer cohort and external patient populations. Breast Cancer 5.0 8
Research, 2014, 16, R71.

Abstract 5116: The calcium channel subunit CACNG4 plays a role in breast cancer metastasis.. Cancer
Research, 2013, 73, 5116-5116.

Lunatic Fringe Deficiency Cooperates with the Met/Caveolin Gene Amplicon to Induce Basal-like Breast

Cancer. Cancer Cell, 2012, 21, 626-641. 16.8 13

A new gene expression signature, the ClinicoMolecular Triad Classification, may improve prediction
and prognostication of breast cancer at the time of diagnosis. Breast Cancer Research, 2011, 13, R92.

Expression of Abl interactor 1 and its prognostic significance in breast cancer: a tissue-array-based

investigation. Breast Cancer Research and Treatment, 2011, 129, 373-386. 2:5 26

Clinical relevance of DNA microarray analyses using archival formalin-fixed paraffin-embedded breast

cancer specimens. BMC Cancer, 2011, 11, 253:1-13.

Troglitazone suppresses telomerase activity independently of PPARI3 in estrogen-receptor negative

breast cancer cells. BMC Cancer, 2010, 10, 390. 2.6 18



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS

The effects of timing of fine needle aspiration biopsies on gene expression profiles in breast cancers.
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