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Targeting the mTOR Pathway in Hurthle Cell Carcinoma Results in Potent Antitumor Activity.
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carcinoma. Science Advances, 2022, 8, .
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Biomaterials, 2021, 269, 120630. .

Molecular characterization of sarcomatoid clear cell renal cell carcinoma unveils new candidate
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Modeling biological and genetic diversity in upper tract urothelial carcinoma with patient derived

xenografts. Nature Communications, 2020, 11, 1975. 12.8 37

Hyperpolarized MRI Visualizes Warburg Effects and Predicts Treatment Response to mTOR Inhibitors in
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Abnormal oxidative metabolism in a quiet genomic background underlies clear cell papillary renal
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Integrated Genomic Analysis of HAV4rthle Cell Cancer Reveals Oncogenic Drivers, Recurrent
Mitochondrial Mutations, and Unique Chromosomal Landscapes. Cancer Cell, 2018, 34, 256-270.e5.
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Patient derived xenografts of upper tract urothelial carcinoma: A potential tool for personalized 16 o
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Mechanistically distinct cancer-associated mTOR activation clusters predict sensitivity to rapamycin. 8.2 82
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