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-Galactose in Lipopolysaccharide O Antigen. Journal of Bacteriology, 2008, 190, 1671-1679.

2.2 22
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145
Functional Characterization of MigA and WapR: Putative Rhamnosyltransferases Involved in Outer
Core Oligosaccharide Biosynthesis of<i>Pseudomonas aeruginosa</i>. Journal of Bacteriology, 2008,
190, 1857-1865.

2.2 54

146 PagP Activation in the Outer Membrane Triggers R3 Core Oligosaccharide Truncation in the Cytoplasm
of Escherichia coli O157:H7. Journal of Biological Chemistry, 2008, 283, 4332-4343. 3.4 32

147
Glycosyltransferases Involved in Biosynthesis of the Outer Core Region of Escherichia coli
Lipopolysaccharides Exhibit Broader Substrate Specificities Than Is Predicted from Lipopolysaccharide
Structures. Journal of Biological Chemistry, 2007, 282, 26786-26792.

3.4 15

148
Mesophilic Aeromonas UDP-glucose pyrophosphorylase (GalU) mutants show two types of
lipopolysaccharide structures and reduced virulence. Microbiology (United Kingdom), 2007, 153,
2393-2404.

1.8 31

149
Massâ€•Spectrometric Studies ofProvidenciaSRâ€•Form Lipopolysaccharides and Elucidation of the
Biological Repeating Unit Structure ofProvidencia rustigianiiO14â€•Polysaccharide. Journal of
Carbohydrate Chemistry, 2007, 26, 497-512.

1.1 17

150 Poly-N-acetylglucosamine mediates biofilm formation and antibiotic resistance in Actinobacillus
pleuropneumoniae. Microbial Pathogenesis, 2007, 43, 1-9. 2.9 143

151 Structural Analysis of the Capsular Polysaccharide fromCampylobacter jejuni RM1221. ChemBioChem,
2007, 8, 625-631. 2.6 34

152 The structure of the coreâ€“O-chain linkage region of the lipopolysaccharide from Bordetella hinzii.
Carbohydrate Research, 2007, 342, 638-642. 2.3 10

153 O-Acetylation in the O-specific polysaccharide isolated from Shigella flexneri serotype 2a.
Carbohydrate Research, 2007, 342, 643-647. 2.3 43

154 The structure of the exocellular polysaccharide produced by Rhodococcus sp. RHA1. Carbohydrate
Research, 2007, 342, 2223-2229. 2.3 27

155 The structure of the carbohydrate backbone of the LPS from Myxococcus xanthus strain DK1622.
Carbohydrate Research, 2007, 342, 2474-2480. 2.3 11

156 Characterization of the lipopolysaccharide and beta-glucan of the fish pathogen Francisella victoria.
FEBS Journal, 2006, 273, 3002-3013. 4.7 35

157
The HS:19 serostrain of Campylobacter jejuni has a hyaluronic acid-type capsular polysaccharide with a
nonstoichiometric sorbose branch and O-methyl phosphoramidate group. FEBS Journal, 2006, 273,
3975-3989.

4.7 38

158
Carbohydrate-containing components of biofilms producedin vitroby some staphylococcal strains
related to orthopaedic prosthesis infections. FEMS Immunology and Medical Microbiology, 2006, 47,
75-82.

2.7 46

159 Structural studies of the core region of Aeromonas salmonicida subsp. salmonicida
lipopolysaccharide. Carbohydrate Research, 2006, 341, 109-117. 2.3 22

160 H2BC: a new technique for NMR analysis of complex carbohydrates. Carbohydrate Research, 2006, 341,
550-556. 2.3 72

161
Lipopolysaccharides fromSerratia marcescens Possess One or Two 4-Amino-4-deoxy-L-arabinopyranose
1-Phosphate Residues in the Lipid A andD-glycero-D-talo-Oct-2-ulopyranosonic Acid in the Inner Core
Region. Chemistry - A European Journal, 2006, 12, 6692-6700.

3.3 37

162 Identification of Labile UDP-Ketosugars in Helicobacter pylori, Campylobacter jejuni and Pseudomonas
aeruginosa: Key Metabolites used to make Glycan Virulence Factors. ChemBioChem, 2006, 7, 1865-1868. 2.6 23
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163 Complete Structures of Bordetella bronchiseptica and Bordetella parapertussis Lipopolysaccharides.
Journal of Biological Chemistry, 2006, 281, 18135-18144. 3.4 55

164 Elucidation of the Lipopolysaccharide Core Structures of Bacteria of the GenusProvidencia. Journal
of Carbohydrate Chemistry, 2006, 25, 499-520. 1.1 16

165 Functional Characterization of Dehydratase/Aminotransferase Pairs from Helicobacter and
Campylobacter. Journal of Biological Chemistry, 2006, 281, 723-732. 3.4 154

166 Structural analysis of the lipopolysaccharide of Pasteurella multocida strain VP161: identification of
both Kdo-P and Kdoâ€“Kdo species in the lipopolysaccharide. Carbohydrate Research, 2005, 340, 59-68. 2.3 49

167 Structural and serological characterization of the O-chain polysaccharide of Aeromonas
salmonicida strains A449, 80204 and 80204-1. Carbohydrate Research, 2005, 340, 693-700. 2.3 31

168 Cold temperature-induced modifications to the composition and structure of the lipopolysaccharide
of Yersinia pestis. Carbohydrate Research, 2005, 340, 1625-1630. 2.3 38

169 The structure of the capsular polysaccharide of Shewanella oneidensis strain MR-4. Carbohydrate
Research, 2005, 340, 1750-1753. 2.3 19

170 The structure of a polysaccharide isolated from Inonotus levis P. Karst. mushroom
(Heterobasidiomycetes). Carbohydrate Research, 2005, 340, 2821-2825. 2.3 32

171
The HS:1 serostrain of Campylobacter jejuni has a complex teichoic acid-like capsular polysaccharide
with nonstoichiometric fructofuranose branches and O-methyl phosphoramidate groups. FEBS
Journal, 2005, 272, 4407-4422.

4.7 59

172 Structural characterization of the O-polysaccharide antigen of Edwardsiella tarda MT 108.
Carbohydrate Research, 2005, 340, 85-90. 2.3 13

173 Structural analysis of the lipopolysaccharide from Pasteurella multocida genome strain Pm70 and
identification of the putative lipopolysaccharide glycosyltransferases. Glycobiology, 2005, 15, 323-333. 2.5 46

174
Structural characterization of the antigenic capsular polysaccharide and lipopolysaccharide O-chain
produced byActinobacillus pleuropneumoniaeserotype 15. Biochemistry and Cell Biology, 2005, 83,
61-69.

2.0 17

175 The Role of Galacturonic Acid in Outer Membrane Stability in Klebsiella pneumoniae. Journal of
Biological Chemistry, 2005, 280, 27604-27612. 3.4 23

176 Structure of theBordetella trematumLPS O-chain subunit. FEBS Letters, 2005, 579, 18-24. 2.8 15

177 Characterization of the Antigenic Lipopolysaccharide O Chain and the Capsular Polysaccharide
Produced by Actinobacillus pleuropneumoniae Serotype 13. Infection and Immunity, 2004, 72, 5925-5930. 2.2 15

178
Biosynthesis of a Novel 3-Deoxy-D-manno-oct-2-ulosonic Acid-containing Outer Core Oligosaccharide
in the Lipopolysaccharide of Klebsiella pneumoniae. Journal of Biological Chemistry, 2004, 279,
27928-27940.

3.4 28

179
Chromosomal and Plasmid-encoded Enzymes Are Required for Assembly of the R3-type Core
Oligosaccharide in the Lipopolysaccharide of Escherichia coli O157:H7. Journal of Biological
Chemistry, 2004, 279, 31237-31250.

3.4 40

180 Investigation of the Structural Requirements in the Lipopolysaccharide Core Acceptor for Ligation of
O Antigens in the Genus Salmonella. Journal of Biological Chemistry, 2004, 279, 36470-36480. 3.4 34
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181
Structural studies of the capsular polysaccharide and lipopolysaccharide O-antigen of Aeromonas
salmonicida strain 80204-1 produced under in vitro and in vivo growth conditions. FEBS Journal, 2004,
271, 4507-4516.

0.2 22

182 The structure and biological characteristics of the Spirochaeta aurantia outer membrane glycolipid
LGLB. FEBS Journal, 2004, 271, 4685-4695. 0.2 7

183 Structure of the core oligosaccharide of a rough-type lipopolysaccharide of Pseudomonas syringae
pv. phaseolicola. FEBS Journal, 2004, 271, 4968-4977. 0.2 19

184 The structure of the core region of the lipopolysaccharide from Shewanella algae BrY, containing
8-amino-3,8-dideoxy-d-manno-oct-2-ulosonic acid. Carbohydrate Research, 2004, 339, 737-740. 2.3 24

185 The structure of the carbohydrate backbone of the lipopolysaccharide of Pectinatus frisingensis
strain VTT E-79104. Carbohydrate Research, 2004, 339, 1637-1642. 2.3 11

186 Lipopolysaccharides of anaerobic beer spoilage bacteria of the genusPectinatusâ€“ lipopolysaccharides
of a Gram-positive genus. FEMS Microbiology Reviews, 2004, 28, 543-552. 8.6 24

187 Structural studies on the R-type lipopolysaccharide of Aeromonas hydrophila. Carbohydrate
Research, 2004, 339, 787-793. 2.3 28

188 Characterization of the lipopolysaccharide O-antigen of Francisella novicida (U112). Carbohydrate
Research, 2004, 339, 649-654. 2.3 48

189
The structure of the glucuronoxylomannan produced by culinary-medicinal yellow brain mushroom
(Tremella mesenterica Ritz.:Fr., Heterobasidiomycetes) grown as one cell biomass in submerged
culture. Carbohydrate Research, 2004, 339, 1483-1489.

2.3 30

190 Characterisation of the core part of the lipopolysaccharide O-antigen of Francisella novicida (U112).
Carbohydrate Research, 2004, 339, 1643-1648. 2.3 18

191 The structure of the O-specific polysaccharide from Ralstonia pickettii. Carbohydrate Research, 2004,
339, 2045-2047. 2.3 4

192 The structure of the O-specific polysaccharide from Salmonella cerro (serogroup K, O:6,14,18).
Carbohydrate Research, 2004, 339, 2441-2443. 2.3 8

193 The structure of the core region of the lipopolysaccharide from Geobacter sulfurreducens.
Carbohydrate Research, 2004, 339, 2901-2904. 2.3 10

194 Characterisation of the core part of the lipopolysaccharide O-antigen of Francisella novicida (U112).
Carbohydrate Research, 2004, 339, 1643-1643. 2.3 2

195 The structure of the carbohydrate backbone of the lipopolysaccharide of Pectinatus frisingensis
strain VTT E-79104. Carbohydrate Research, 2004, 339, 1637-1637. 2.3 1

196
Structural and serological characterisation of the O-antigenic polysaccharide of the
lipopolysaccharide from Acinetobacter baumannii strain 24. Carbohydrate Research, 2003, 338,
2751-2756.

2.3 43

197 Role of the complement-lectin pathway in anaphylactoid reaction induced with lipopolysaccharide in
mice. European Journal of Immunology, 2003, 33, 2842-2852. 2.9 15

198
The structure of the polysaccharide part of the LPS from Serratia marcescens serotype O19, including
linkage region to the core and the residue at the non-reducing end. Carbohydrate Research, 2003, 338,
2757-2761.

2.3 17
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199 The structure of the glycopeptides from the fish pathogen Flavobacterium columnare. Carbohydrate
Research, 2003, 338, 2653-2658. 2.3 12

200 The structure of the O-specific polysaccharide chain of the Shewanella algae BrY lipopolysaccharide.
Carbohydrate Research, 2003, 338, 385-388. 2.3 19

201 Structural studies on the lipopolysaccharide core of Proteus OX strains used in Weilâ€“Felix test: a
mass spectrometric approach. Carbohydrate Research, 2003, 338, 2697-2709. 2.3 9

202 Structure of the polysaccharide chain of the lipopolysaccharide from Flexibacter maritimus. FEBS
Journal, 2003, 270, 1810-1815. 0.2 18

203 Structure of the exceptionally large nonrepetitive carbohydrate backbone of the lipopolysaccharide
of Pectinatus frisingensis strain VTT E-82164. FEBS Journal, 2003, 270, 3036-3046. 0.2 5

204
The structure of the rough-type lipopolysaccharide from Shewanella oneidensis MR-1, containing
8-amino-8-deoxy-Kdo and an open-chain form of 2-acetamido-2-deoxy-d-galactose. Carbohydrate
Research, 2003, 338, 1991-1997.

2.3 60

205
Detection of Conserved N-Linked Glycans and Phase-variable Lipooligosaccharides and Capsules from
Campylobacter Cells by Mass Spectrometry and High Resolution Magic Angle Spinning NMR
Spectroscopy. Journal of Biological Chemistry, 2003, 278, 24509-24520.

3.4 180

206
Mice intradermally-inoculated with the intact lipopolysaccharide, but not the lipid A or O-chain, from
Francisella tularensis LVS rapidly acquire varying degrees of enhanced resistance against systemic or
aerogenic challenge with virulent strains of the pathogen. Microbial Pathogenesis, 2003, 34, 39-45.

2.9 32

207 Characterization of the Lipopolysaccharides and Capsules of Shewanella spp. Applied and
Environmental Microbiology, 2002, 68, 4653-4657. 3.1 62

208 Structures of Lipopolysaccharides from Klebsiella pneumoniae. Journal of Biological Chemistry, 2002,
277, 25070-25081. 3.4 146

209 The structure of the carbohydrate backbone of the lipopolysaccharide from Acinetobacter baumannii
strain ATCC 19606. FEBS Journal, 2002, 269, 422-430. 0.2 40

210 Structural analysis of Francisella tularensis lipopolysaccharide. FEBS Journal, 2002, 269, 6112-6118. 0.2 165

211 Structure of the core part of the lipopolysaccharides from Proteus penneri strains 7, 8, 14, 15, and 21.
Carbohydrate Research, 2002, 337, 643-649. 2.3 19

212 Structure of the O-specific polysaccharide chain of the lipopolysaccharide of Bordetella hinzii.
Carbohydrate Research, 2002, 337, 961-963. 2.3 20

213 The structure of the carbohydrate backbone of the rough type lipopolysaccharides from Proteus
penneri strains 12, 13, 37 and 44. Carbohydrate Research, 2002, 337, 835-840. 2.3 12

214 The core structure of the lipopolysaccharide from the causative agent of plague, Yersinia pestis.
Carbohydrate Research, 2002, 337, 775-777. 2.3 57

215 The structure of the carbohydrate backbone of the LPS from Shewanella putrefaciens CN32.
Carbohydrate Research, 2002, 337, 1285-1289. 2.3 21

216 Structural investigation of the O-specific polysaccharides of Morganella morganii consisting of two
higher sugars. Carbohydrate Research, 2002, 337, 1697-1702. 2.3 20
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217 The structure of the core region of the lipopolysaccharide from Klebsiella pneumoniae O3. FEBS
Journal, 2001, 268, 1722-1729. 0.2 26

218 The structure of the lipopolysaccharide O-antigen produced byFlavobacterium psychrophilum(259-93).
FEBS Journal, 2001, 268, 2710-2716. 0.2 64

219
Structural analysis of the carbohydrate components of the outer membrane of the
lipopolysaccharide-lacking cellulolytic ruminal bacteriumFibrobacter succinogenesS85. FEBS Journal,
2001, 268, 3566-3576.

0.2 31

220
The structure of the carbohydrate backbone of the coreâ€“lipid A region of the lipopolysaccharide
from Proteus penneri strain 40: new Proteus strains containing open-chain acetal-linked
N-acetylgalactosamine in the core part of the LPS. Carbohydrate Research, 2001, 330, 537-540.

2.3 13

221 Structural analysis of the core region of the lipopolysaccharides from eight serotypes of Klebsiella
pneumoniae. Carbohydrate Research, 2001, 335, 291-296. 2.3 55

222 The structure of the carbohydrate backbone of the coreâ€“lipid A region of the lipopolysaccharide
from Proteus vulgaris serotype O25. Carbohydrate Research, 2000, 328, 533-538. 2.3 16

223 The structure of the carbohydrate backbone of the coreâ€“lipid A region of the lipopolysaccharide
from Proteus mirabilis serotype O28. Carbohydrate Research, 2000, 329, 351-357. 2.3 14

224 The structure of the core part of Proteuspenneri strain 16 lipopolysaccharide. Carbohydrate
Research, 2000, 326, 185-193. 2.3 15

225
The structure of the carbohydrate backbone of core-lipidâ€ƒA region ofthe lipopolysaccharides from
Proteus mirabilis wild-type strain S1959 (serotype O3) and its Ra mutant R110/1959. FEBS Journal, 2000,
267, 262-269.

0.2 31

226 Structural analysis of the core region of lipopolysaccharides from Proteus mirabilis serotypes O6,
O48 and O57. FEBS Journal, 2000, 267, 2439-2447. 0.2 37

227 The structure of the carbohydrate backbone of the lipopolysaccharides from Bordetella hinzii and
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Serological cross-reaction between the lipopolysaccharide O-polysaccharide antigens ofEscherichia
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2000, 182, 5620-5623.
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glycosidic linkage. Carbohydrate Research, 1999, 319, 92-101. 2.3 29
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