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Nucleation of Amyloid Oligomers by RepAd€WH1a€Prionoidd€Functionalized Gold Nanorods. Angewandte
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RepA-WH]1, the agent of an amyloid proteinopathy in bacteria, builds oligomeric pores through lipid 3.3 20
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RepA-WH1 prionoid: Clues from bacteria on factors governing phase transitions in amyloidogenesis.

Prion, 2016, 10, 41-49.

Pre-amyloid oligomers of the proteotoxic RepA-WH1 prionoid assemble at the bacterial nucleoid.

Scientific Reports, 2015, 5, 14669. 3.3 19
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Aggregation Interplay between Variants of the RepA-WH1 Prionoid in Escherichia coli. Journal of
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Structural characterization of microcin E492 amyloid formation: Identification of the precursors.
Journal of Structural Biology, 2012, 178, 54-60.
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Amyloid Assemblies: Protein Legos at a Crossroads in Bottoma€tlp Synthetic Biology. ChemBioChem, 2010,
11,2347-2357.
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Negative regulation of pPS10 plasmid replication: origin pairing by zippingad€up DNA&€bound RepA 95 o4
monomers. Molecular Microbiology, 2008, 68, 560-572. :
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Defined DNA sequences promote the assembly of a bacterial protein into distinct amyloid
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Early Events in the Binding of the pPS10 Replication Protein RepA to Single Iteron and Operator DNA 49 39
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Common domains in the initiators of DNA replication inBacteria, ArchaeaandEukarya: combined
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Structural Changes in RepA, a Plasmid Replication Initiator, upon Binding to Origin DNA. Journal of 3.4 57
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A leucine zipper motif determines different functions in a DNA replication protein.. EMBO Journal,

1996, 15, 925-934.
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