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ARTICLE

Genome-wide association study reveals novel genetic loci: a new polygenic risk score for mitral valve
prolapse. European Heart Journal, 2022, 43, 1668-1680.

Computational estimates of annular diameter reveal genetic determinants of mitral valve function
and disease. JCl Insight, 2022, 7, .
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Primary cilia defects causing mitral valve prolapse. Science Translational Medicine, 2019, 11, .

Genome-Wide Association Studya€“Driven Gene-Set Analyses, Genetic, and Functional Follow-Up Suggest
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