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Hepatobiliary phenotypes of adults with alpha-1 antitrypsin deficiency. Gut, 2022, 71, 415-423.
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Familial hypereosinophilia associated with eosinophilic gastrointestinal symptoms in individuals with
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The Induction of Alpha-1 Antitrypsin by Vitamin D in Human T Cells Is TGF-{2 Dependent: A Proposed
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Physical, cognitive, and mental health impacts of COVID-19 after hospitalisation (PHOSP-COVID): a UK
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Use of peripheral neutrophil to lymphocyte ratio and peripheral monocyte levels to predict survival
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The structural basis for Z I+ <sub>1</sub> -antitrypsin polymerization in the liver. Science Advances,
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Relationship of CT densitometry to lung physiological parameters and health status in alpha-1
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An in vitro investigation of the inflammatory response to the strain amplitudes which occur during
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Deconvolution of ion mobility mass spectrometry arrival time distributions using a genetic algorithm
approach: Application to l+1-antitrypsin peptide binding. International Journal of Mass Spectrometry, 1.5 18
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hiPSC hepatocyte model demonstrates the role of unfolded protein response and inflammatory
networks in I+ 1-antitrypsin deficiency. Journal of Hepatology, 2018, 69, 851-860.

Real-world clinical applicability of pathogenicity predictors assessed on<i>SERPINAL<[i>mutations in

alpha-1-antitrypsin deficiency. Human Mutation, 2018, 39, 1203-1213. 2.5 36

Alphal-Antitrypsin: Structure and Dynamics in Health, Disease and Drug Development. , 2017, , 49-80.

Update on alpha-1 antitrypsin deficiency: New therapies. Journal of Hepatology, 2016, 65, 413-424. 3.7 66

Multicentre evaluation of multidisciplinary team meeting agreement on diagnosis in diffuse

parenchymal lung disease: a case-cohort study. Lancet Respiratory Medicine,the, 2016, 4, 557-565.

Aberrant disulphide bonding contributes to the ER retention of alphal-antitrypsin deficiency variants.

Human Molecular Genetics, 2016, 25, 642-650. 29 28
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Deficiency Mutations of Alpha-1 Antitrﬂasin. Effects on Folding, Function, and Polymerization.

American Journal of Respiratory Cell and Molecular Biology, 2016, 54, 71-80.

Misfolding and Polymerisation of Alphal-Antitrypsin: Conformational Pathology and Therapeutic

Targeting. Respiratory Medicine, 2016, , 31-52. 0-1 1

An integrative approach combining ion mobility mass spectrometry, Xa€ray crystallography, and nuclear
magnetic resonance spectroscopy to study the conformational dynamics of I+<sub>1</sub>&€antitrypsin
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Interactions between Né&€linked glycosylation and polymerisation of neuroserpin within the
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Spontaneous pneumothorax can be associated with TGFBR2 mutation. European Respiratory Journal,
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Therapeutic targeting of misfolding and conformational change in T+1-antitrypsin deficiency. Future
Medicinal Chemistry, 2014, 6, 1047-1065.

The molecular and cellular pathology of i+1-antitrypsin deficiency. Trends in Molecular Medicine, 2014,
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Reactive centre loop mutants of T:r-l-antitrypsin reveal position-specific effects on intermediate
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Three New Alphal-Antitrypsin Deficiency Variants Help to Define a C-Terminal Region Regulating
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Targeting Serpins in High-Throughput and Structure-Based Drug Design. Methods in Enzymology, 2011,

501, 139-175.
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