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Molecular components of the archaeal nucleosome. Biochimie, 2001, 83, 277-281. 2.6 23
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Recovery and Identification of Viable Bacteria Immured in Glacial Ice. Icarus, 2000, 144, 479-485. 2.5 235
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Archaeal histone stability, DNA binding, and transcription inhibition above 90A°C. Extremopbhiles, 1998,
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