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Phylogenomics reveals multiple losses of nitrogen-fixing root nodule symbiosis. Science, 2018, 361, .

Genomes of Subaerial Zygnematophyceae Provide Insights into Land Plant Evolution. Cell, 2019, 179,

1057-1067.e14. 28.9 320

Anthoceros genomes illuminate the origin of land plants and the unique biology of hornworts.
Nature Plants, 2020, 6, 259-272.

An ancestral signalling pathway is conserved in intracellular symbioses-forming plant lineages. 0.3 150
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The evolutionary fate of the chloroplast and nuclear rps16 genes as revealed through the sequencing
and comparative analyses of four novel legume chloroplast genomes from Lupinus. DNA Research,
2017, 24, 343-358.

High-quality genome sequence of white lupin provides insight into soil exploration and seed quality.

Nature Communications, 2020, 11, 492. 12.8 20

Lipid exchanges drove the evolution of mutualism during plant terrestrialization. Science, 2021, 372,
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An ancestral function of strigolactones as symbiotic rhizosphere signals. Nature Communications,
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Proteomics for exploiting diversity of lupin seed storage proteins and their use as nutraceuticals for
health and welfare. Journal of Proteomics, 2016, 143, 57-68.

LCO Receptors Involved in Arbuscular Mycorrhiza Are Functional for Rhizobia Perception in Legumes.

Current Biology, 2019, 29, 4249-4259.¢5. 3.9 4

Low genetic diversity contrasts with high phenotypic variability in heptaploid <i>Spartina
densiflora</i> populations invading the Pacific coast of North America. Ecology and Evolution, 2018,
8, 4992-5007.

Cytonuclear interactions remain stable during alloFolyploid evolution despite repeated 57 39
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The genome of Geosiphon pyriformis reveals ancestral traits linked to the emergence of the
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The <i>Medicago truncatula</i> DREPP Protein Triggers Microtubule Fragmentation in Membrane
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Formin-mediated bridging of cell wall, plasma membrane, and cytoskeleton in symbiotic infections of
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VAPYRIN-like is required for development of the moss <i>Physcomitrella patens</i>. Development
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Genetic structure of Spartina hybrids between native Spartina maritima and invasive Spartina
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