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Personal and Clinical Vaginal Lubricants: Impact on Local Vaginal Microenvironment and Implications
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across cervical carcinogenesis. Scientific Reports, 2019, 9, 7333.

Deciphering the complex interplay between microbiota, HPV, inflammation and cancer through

cervicovaginal metabolic profiling. EBioMedicine, 2019, 44, 675-690. 61 142

005.63%...Cervicovaginal metabolic profiling reveals the interplay between HPV, microbiota and

inflammation in cervical carcinogenesis. , 2019, , .

Linking cervicovaginal immune signatures, HPV and microbiota composition in cervical carcinogenesis

in non-Hispanic and Hispanic women. Scientific Reports, 2018, 8, 7593. 3.3 155



PAWEA, AANIEWSKI

# ARTICLE IF CITATIONS

Vagina. , 2018, , 353-359.

20 Human Three-Dimensional Endometrial Epithelial Cell Model To Study Host Interactions with Vaginal 9.9 79
Bacteria and Neisseria gonorrhoeae. Infection and Immunity, 2017, 85, . :



