
Juan Carlos Alonso

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4874892/publications.pdf

Version: 2024-02-01

239

papers

8,195

citations

51

h-index

41627

66

g-index

116156

249

all docs

249

docs citations

249

times ranked

5026

citing authors



Juan Carlos Alonso

2

# Article IF Citations

1 PcrA Dissociates RecA Filaments and the SsbA and RecO Mediators Counterbalance Such Activity.
Frontiers in Molecular Biosciences, 2022, 9, 836211. 1.6 3

2 The RecD2 helicase balances RecA activities. Nucleic Acids Research, 2022, 50, 3432-3444. 6.5 6

3 Recombination proteins differently control the acquisition of homeologousDNAduringBacillus
subtilisnatural chromosomal transformation. Environmental Microbiology, 2021, 23, 512-524. 1.8 5

4 Toxinâ€“Antitoxin Systems in Pathogenic Bacteria. Toxins, 2021, 13, 74. 1.5 7

5 Low cost and sustainable hyaluronic acid production in a manufacturing platform based on Bacillus
subtilis 3NA strain. Applied Microbiology and Biotechnology, 2021, 105, 3075-3086. 1.7 13

6 Bacillus subtilis PcrA Helicase Removes Trafficking Barriers. Cells, 2021, 10, 935. 1.8 10

7 DisA Limits RecG Activities at Stalled or Reversed Replication Forks. Cells, 2021, 10, 1357. 1.8 10

8 Nucleoidâ€•associated Rok differentially affects chromosomal transformation on Bacillus subtilis
recombinationâ€•deficient cells. Environmental Microbiology, 2021, 23, 3318-3331. 1.8 2

9 Replication of Bacillus Double-Stranded DNA Bacteriophages. , 2021, , 61-68. 1

10 DisA Restrains the Processing and Cleavage of Reversed Replication Forks by the RuvAB-RecU
Resolvasome. International Journal of Molecular Sciences, 2021, 22, 11323. 1.8 5

11 Bacillus subtilis RecA, DisA, and RadA/Sms Interplay Prevents Replication Stress by Regulating Fork
Remodeling. Frontiers in Microbiology, 2021, 12, 766897. 1.5 7

12 Viral SPP1 DNA is infectious in naturally competentBacillus subtiliscells: interâ€• and intramolecular
recombination pathways. Environmental Microbiology, 2020, 22, 714-725. 1.8 5

13 Bacillus subtilis PcrA Couples DNA Replication, Transcription, Recombination and Segregation.
Frontiers in Molecular Biosciences, 2020, 7, 140. 1.6 13

14 Antitoxin Îµ Reverses Toxin Î¶-Facilitated Ampicillin Dormants. Toxins, 2020, 12, 801. 1.5 5

15 Bacillus subtilis RarA Acts as a Positive RecA Accessory Protein. Frontiers in Microbiology, 2020, 11, 92. 1.5 10

16 Toxin Î¶ Reduces the ATP and Modulates the Uridine Diphosphate-N-acetylglucosamine Pool. Toxins, 2019,
11, 29. 1.5 6

17 Bacillus subtilis RadA/Sms contributes to chromosomal transformation and DNA repair in concert
with RecA and circumvents replicative stress in concert with DisA. DNA Repair, 2019, 77, 45-57. 1.3 24

18 Bacillus subtilis DisA regulates RecA-mediated DNA strand exchange. Nucleic Acids Research, 2019, 47,
5141-5154. 6.5 27



3

Juan Carlos Alonso

# Article IF Citations

19 Bacillus subtilis MutS Modulates RecA-Mediated DNA Strand Exchange Between Divergent DNA
Sequences. Frontiers in Microbiology, 2019, 10, 237. 1.5 24

20 Bacillus subtilis RarA acts at the interplay between replication and repair-by-recombination. DNA
Repair, 2019, 78, 27-36. 1.3 8

21 Single molecule tracking reveals functions for RarA at replication forks but also independently from
replication during DNA repair in Bacillus subtilis. Scientific Reports, 2019, 9, 1997. 1.6 12

22 OUP accepted manuscript. Nucleic Acids Research, 2019, 47, 9198-9215. 6.5 25

23 Bacillus subtilis RarA modulates replication restart. Nucleic Acids Research, 2018, 46, 7206-7220. 6.5 14

24 RecA Regulation by RecU and DprA During Bacillus subtilis Natural Plasmid Transformation. Frontiers
in Microbiology, 2018, 9, 1514. 1.5 25

25 Activity and in vivo dynamics of Bacillus subtilis DisA are affected by RadA/Sms and by Holliday
junction-processing proteins. DNA Repair, 2017, 55, 17-30. 1.3 25

26 Interplay between Bacillus subtilis RecD2 and the RecG or RuvAB helicase in recombinational repair.
DNA Repair, 2017, 55, 40-46. 1.3 17

27 Bacillus subtilis DisA helps to circumvent replicative stress during spore revival. DNA Repair, 2017, 59,
57-68. 1.3 24

28 Bacillus subtilis RecA with DprAâ€“SsbA antagonizes RecX function during natural transformation.
Nucleic Acids Research, 2017, 45, 8873-8885. 6.5 31

29 Toxin Î¶ Triggers a Survival Response to Cope with Stress and Persistence. Frontiers in Microbiology,
2017, 8, 1130. 1.5 9

30 Dynamics of DNA Double-strand Break Repair in Bacillus subtilis. , 2017, , . 0

31 Modulation of <i>Lactobacillus casei</i> bacteriophage A2 lytic/lysogenic cycles by binding of Gp25 to
the early lytic mRNA. Molecular Microbiology, 2016, 99, 328-337. 1.2 4

32 Chromosomal transformation in<i>Bacillus subtilis</i>is a non-polar recombination reaction.
Nucleic Acids Research, 2016, 44, 2754-2768. 6.5 25

33 ParAB Partition Dynamics in Firmicutes: Nucleoid Bound ParA Captures and Tethers ParB-Plasmid
Complexes. PLoS ONE, 2015, 10, e0131943. 1.1 10

34 Molecular Anatomy of ParA-ParA and ParA-ParB Interactions during Plasmid Partitioning. Journal of
Biological Chemistry, 2015, 290, 18782-18795. 1.6 31

35 <i>Bacillus subtilis</i>RecO and SsbA are crucial for RecA-mediated recombinational DNA repair.
Nucleic Acids Research, 2015, 43, 5984-5997. 6.5 38

36 The interaction of Ï‰2with the RNA polymerase Î²â€™ subunit functions as an activation to repression
switch. Nucleic Acids Research, 2015, 43, 9249-9261. 6.5 8



4

Juan Carlos Alonso

# Article IF Citations

37 DisA and c-di-AMP act at the intersection between DNA-damage response and stress homeostasis in
exponentially growing Bacillus subtilis cells. DNA Repair, 2015, 27, 1-8. 1.3 61
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