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Myxozoan infection in thinlip mullet Chelon ramada (Mugiliformes: Mugilidae) in the Sea of Galilee.
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Extensive mitochondrial gene rearrangements in Ctenophora: insights from benthic Platyctenida. BMC
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A genome wide survey reveals multiple nematocyst-specific genes in Myxozoa. BMC Evolutionary
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sponge fauna. Mediterranean Marine Science, 2018, 19, 84. L6 50

Eastern Mediterranean Mobility in the Bronze and Early Iron Ages: Inferences from Ancient DNA of
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The Multipartite Mitochondrial Genome of Enteromyxum leei (Myxozoa): Eight Fast-Evolving
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Genome Biology and Evolution, 2017, 9, 3054-3058. :
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Back to solitude: Solving the phylogenetic position of the Diazonidae using molecular and

developmental characters. Molecular Phylogenetics and Evolution, 2016, 100, 51-56.

The complete mitochondrial genome of the gilthead seabreamSparus auratal. (Sparidae). 0.6 °
Mitochondrial DNA, 2016, 27, 781-782. :

The complete mitochondrial genome of the devil firefish<i>Pterois miles</i> (Bennett, 1828)
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Phylogeny of Tetillidae (Porifera, Demospongiae, Spirophorida) based on three molecular markers.
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Ancient DNA and Population Turnover in Southern Levantine Pigs- Signature of the Sea Peoples
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Mitochondrial and morphological variation of Tilapia zillii in Israel. BMC Research Notes, 2012, 5, 172. 1.4 6
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Large-Scale Parsimony Analysis of Metazoan Indels in Protein-Coding Genes. Molecular Biology and

Evolution, 2010, 27, 441-451.

Origin of Passerine Migratory Waves: Evidence from the Blackcap at a Stopover Site. Israel Journal of 0.6
Ecology and Evolution, 2010, 56, 135-151. :



38

40

42

44

46

48

50

52

54

DOROTHA©E HUCHON

ARTICLE IF CITATIONS

GLOOME: gain loss mapping engine. Bioinformatics, 2010, 26, 2914-2915.
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