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Tissue-specific patterns of regulatory changes underlying gene expression differences among
<i>Ficedula</i> flycatchers and their naturally occurring F<sub>1</sub> hybrids. Genome Research,
2020, 30, 1727-1739.

2.4 13

8 Recent introgression between Taiga Bean Goose and Tundra Bean Goose results in a largely
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14 Abundant recent activity of retrovirusâ€•like retrotransposons within and among flycatcher species
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Natural selection beyond genes: Identification and analyses of evolutionarily conserved elements in
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18 Sexâ€•biased gene expression, sexual antagonism and levels of genetic diversity in the collared
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19 Biased Inference of Selection Due to GC-Biased Gene Conversion and the Rate of Protein Evolution in
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Covariation in levels of nucleotide diversity in homologous regions of the avian genome long after
completion of lineage sorting. Proceedings of the Royal Society B: Biological Sciences, 2017, 284,
20162756.

1.2 50

24
Wholeâ€•genome patterns of linkage disequilibrium across flycatcher populations clarify the causes and
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26 Genomewide patterns of variation in genetic diversity are shared among populations, species and
higherâ€•order taxa. Molecular Ecology, 2017, 26, 4284-4295. 2.0 75
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28 Parallelism in genomic landscapes of differentiation, conserved genomic features and the role of
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Genomic distribution and estimation of nucleotide diversity in natural populations: perspectives from
the collared flycatcher (<i>Ficedula albicollis</i>) genome. Molecular Ecology Resources, 2017, 17,
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Wholeâ€•genome resequencing of extreme phenotypes in collared flycatchers highlights the difficulty
of detecting quantitative trait loci in natural populations. Molecular Ecology Resources, 2016, 16,
727-741.
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32 Noninvasive genetic sampling reveals intrasex territoriality in wolverines. Ecology and Evolution,
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33 <scp>PSMC</scp> analysis of effective population sizes in molecular ecology and its application to
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Linked selection and recombination rate variation drive the evolution of the genomic landscape of
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53 Quantitative Mass Spectrometry Reveals Partial Translational Regulation for Dosage Compensation in
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54 The Dynamics of Incomplete Lineage Sorting across the Ancient Adaptive Radiation of Neoavian Birds.
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Evolution, 2014, 29, 51-63. 4.2 570

65 Patterns of sequencing coverage bias revealed by ultra-deep sequencing of vertebrate mitochondria.
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102 Copy number variation, chromosome rearrangement, and their association with recombination during
avian evolution. Genome Research, 2010, 20, 503-511. 2.4 133

103 The recombination landscape of the zebra finch <i>Taeniopygia guttata</i> genome. Genome Research,
2010, 20, 485-495. 2.4 212
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