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ChlIP-seq of plasma cell-free nucleosomes identifies gene expression programs of the cells of origin.

Nature Biotechnology, 2021, 39, 586-598.

Conditiona€specific genetic interaction maps reveal crosstalk between the
<scp>cAMP<};cp>/<scp>PKA</scp> and the <scp>HOG MAPK</scp> pathways in the activation of the 7.2 46
general stress response. Molecular Systems Biology, 2015, 11, 829.

Fine-Resolution Mapping of TF Binding and Chromatin Interactions. Cell Reports, 2018, 22, 2797-2807.

Temporal profiling of redox-dependent heterogeneity in single cells. ELife, 2018, 7, . 6.0 27

Genetic screen of the yeast environmental stress response dynamics uncovers distinct regulatory

phases. Molecular Systems Biology, 2019, 15, e8939.




