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Single-nuclei isoform RNA sequencing unlocks barcoded exon connectivity in frozen brain tissue.
Nature Biotechnology, 2022, 40, 1082-1092.

Mapping genomic loci implicates genes and synaptic biology in schizophrenia. Nature, 2022, 604,
502-508. 27.8 929

Functional brain defects in a mouse model of a chromosomal t(1;11) translocation that disrupts DISC1
and confers increased risk of psychiatric illness. Translational Psychiatry, 2021, 11, 135.

Age-Dependent Hippocampal Proteomics in the APP/PS1 Alzheimer Mouse Model: A Comparative Analysis

with Classical SWATH/DIA and directDIA Approaches. Cells, 2021, 10, 1588. 41 1

Systematic assessment of variability in the proteome of iPSC derivatives. Stem Cell Research, 2021, 56,
102512.

The proteome of granulovacuolar degeneration and neurofibrillary tangles in Alzheimera€™s disease.
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Neuroproteomics of cognitively healthy centenarians in the context of aging and Alzheimer's disease..
Alzheimer's and Dementia, 2021, 17 Suppl 3, e053681.

Recent Developments in Data Independent Acquisition (DIA) Mass Spectrometry: Application of

Quantitative Analysis of the Brain Proteome. Frontiers in Molecular Neuroscience, 2020, 13, 564446. 2.9 47

Stitching the synapse: Cross-linking mass spectrometry into resolving synaptic protein interactions.
Science Advances, 2020, 6, eaax5783.
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<scp>SALMc</[scp> 1 controls synapse development by promoting Fa€actin/PIP2a€dependent Neurexin
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SynGO: An Evidence-Based, Expert-Curated Knowledge Base for the Synapse. Neuron, 2019, 103,
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A Fast and Economical Sample Preparation Protocol for Interaction Proteomics Analysis. Proteomics,
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Data-Independent Acquisition (SWATH) Mass Spectrometry Analysis of Protein Content in Primary
Neuronal Cultures. Neuromethods, 2019, , 119-127.

MIR137 schizophrenia-associated locus controls synaptic function by regulating synaptogenesis,
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Comparative Analyses of Data Independent Acquisition Mass Spectrometric Approaches: DIA, WiSIMa€DIA,

and Untargeted DIA. Proteomics, 2018, 18, 1700304.

Single-cell isoform RNA sequencing characterizes isoforms in thousands of cerebellar cells. Nature

Biotechnology, 2018, 36, 1197-1202. 175 253



FRANK KOOPMANS

# ARTICLE IF CITATIONS

Comparative Hippocampal Synaptic Proteomes of Rodents and Primates: Differences in

Neuroplasticity-Related Proteins. Frontiers in Molecular Neuroscience, 2018, 11, 364.

Correlation profiling of brain sub-cellular proteomes reveals co-assembly of synaptic proteins and

20 subcellular distribution. Scientific Reports, 2017, 7, 12107.
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Interaction proteomics of canonical Caspr2 (CNTNAP2) reveals the presence of two Caspr2 isoforms
with overlapping interactomes. Biochimica Et Biophysica Acta - Proteins and Proteomics, 2015, 1854,
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Interaction Proteomics Reveals Brain Region-Specific AMPA Receptor Complexes. Journal of Proteome
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