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Molecular Systems Biology, 2010, 6, 397.

ERF115 Controls Root Quiescent Center Cell Division and Stem Cell Replenishment. Science, 2013, 342,

860-863. 12.6 263

The TPLATE Adaptor Complex Drives Clathrin-Mediated Endocytosis in Plants. Cell, 2014, 156, 691-704.

ANGUSTIFOLIA3 Binds to SWI/SNF Chromatin Remodeling Complexes to Regulate Transcription during 6.6 219
<i>Arabidopsis</i> Leaf Development. Plant Cell, 2014, 26, 210-229. :

Capturing the phosphorylation and protein interaction landscape of the plant TOR kinase. Nature
Plants, 2019, 5, 316-327.

A Tandem Affinity Purification-based Technology Platform to Study the Cell Cycle Interactome in

Arabidopsis thaliana. Molecular and Cellular Proteomics, 2007, 6, 1226-1238. 3.8 196

CDKB1;1 Forms a Functional Complex with CYCA2;3 to Suppress Endocycle Onset A A. Plant Physiology,
2009, 150, 1482-1493.

An improved toolbox to unravel the plant cellular machinery by tandem affinity purification of

Arabidopsis protein complexes. Nature Protocols, 2015, 10, 169-187. 12.0 160

Dynamic Changes in ANGUSTIFOLIA3 Complex Composition Reveal a Growth Regulatory Mechanism in
the Maize Leaf. Plant Cell, 2015, 27, 1605-1619.

Multiple mechanisms limit meiotic crossovers: TOP3{+ and two BLM homologs antagonize crossovers in
parallel to FANCM. Proceedings of the National Academy of Sciences of the United States of America, 7.1 138
2015, 112, 4713-4718.

Plant Protein Interactomes. Annual Review of Plant Biology, 2013, 64, 161-187.

A Repressor Protein Complex Regulates Leaf Growth in Arabidopsis. Plant Cell, 2015, 27, 2273-2287. 6.6 118

Boosting tandem affinity purification of plant protein complexes. Trends in Plant Science, 2008, 13,
517-520.

bHLHO03, bHLHO13 and bHLHO17 Are New Targets of JAZ Repressors Negatively Regulating JA Responses.

PLoS ONE, 2014, 9, e86182. 2.5 104

Establishment of Proximity-Dependent Biotinylation Approaches in Different Plant Model Systems.
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