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The predictive power of data-processing statistics. IUCr], 2020, 7, 342-354. 2.2 7

A comprehensive structural analysis of the ATPase domain of human DNA topoisomerase Il beta bound
to AMPPNP, ADP, and the bisdioxopiperazine, ICRF193. Structure, 2022, 30, 1129-1145.e3.

Visualizing Biological Copper Storage: The Importance of Thiolated€€oordinated Tetranuclear Clusters. 20 3
Angewandte Chemie, 2017, 129, 8823-8826. ’

A practical overview of molecular replacement: <i>Clostridioides difficile</i> PilAl, a difficult case

study. Acta Crystallographica Section D: Structural Biology, 2020, 76, 261-271.




