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Patterns of transcription factor programs and immune pathway activation define four major subtypes 16.8 429
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Global analysis of shared TAcell specificities in human non-small cell lung cancer enables HLA
inference and antigen discovery. Immunity, 2021, 54, 586-602.e8.

Abstract PO-059: Investigating gene expression profiles associated with clinical radiation resistance o
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Single-cell analysis of human non-small cell lung cancer lesions refines tumor classification and
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Detecting Liquid Remnants of Solid Tumors: Circulating Tumor DNA Minimal Residual Disease. Cancer o4 116
Discovery, 2021, 11, 2968-2986. .

<i>KEAP1/NFE2L2<[i> Mutations Predict Lung Cancer Radiation Resistance That Can Be Targeted by
Glutaminase Inhibition. Cancer Discovery, 2020, 10, 1826-1841.
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