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Identification of an antibacterial polypeptide in mouse seminal vesicle secretions. Journal of

Reproductive Immunology, 2021, 148, 103436.

Deletion of a Seminal Gene Cluster Reinforces a Crucial Role of SVS2 in Male Fertility. International a1 10
Journal of Molecular Sciences, 2019, 20, 4557. :

Cidaroids, clypeasteroids, and spatangoids: Procurement, culture, and basic methods. Methods in Cell
Biology, 2019, 150, 81-103.

Development of the coelomic cavities in larvae of the living isocrinid sea lily <i>Metacrinus 0.8 4
rotundus«</i>. Acta Zoologica, 2019, 100, 414-430. :

Echinodermata: The Complex Immune System in Echinoderms. , 2018, , 409-501.

Correction to: Echinodermata: The Complex Immune System in Echinoderms. , 2018, , E1-E1. 3

IL17 factors are early regulators in the gut epithelium during inflammatory response to Vibrio in the
sea urchin larva. ELife, 2017, 6, .

Perturbation of gut bacteria induces a coordinated cellular immune response in the purple sea urchin 9.3 78
larva. Immunology and Cell Biology, 2016, 94, 861-874. :

Early stalked stages in ontogeny of the living isocrinid sea lily <i><scp>Mc</[scp>etacrinus
rotundus«</i>. Acta Zoologica, 2016, 97, 102-116.

Development of ciliary bands in larvae of the living isocrinid sea lily <i> <scp>M</scp>etacrinus
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Seminal vesicle protein SVS2 is reguired for sperm survival in the uterus. Proceedings of the National
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Sp185/333: A novel family of genes and proteins involved in the purple sea urchin immune response.
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The Genome of the Sea Urchin <i>Strongylocentrotus purpuratus</i>. Science, 2006, 314, 941-952.

RTK and TGF-2 signaling pathways genes in the sea urchin genome. Developmental Biology, 2006, 300,
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The immune gene repertoire encoded in the purple sea urchin genome. Developmental Biology, 2006,
300, 349-365.
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of Pitx genes in echinoderm larvae. Development Growth and Differentiation, 2006, 48, 587-595.

lon flow regulates lefta€“right asymmetry in sea urchin development. Development Genes and

Evolution, 2006, 216, 265-76.
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