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Variation in the glucose transporter gene SLC2A2 is associated with glycemic response to metformin. 014 165
Nature Genetics, 2016, 48, 1055-1059. .

<i>CYP2C8<[i> and <i>SLCO1B1</i> Variants and Therapeutic Response to Thiazolidinediones in Patients
With Type 2 Diabetes. Diabetes Care, 2016, 39, 1902-1908.

Association of Organic Cation Transporter 1 With Intolerance to Metformin in Type 2 Diabetes: A 0.6 188
GoDARTS Study. Diabetes, 2015, 64, 1786-1793. :

Pharmacogenetic meta-analysis of genome-wide association studies of LDL cholesterol response to
statins. Nature Communications, 2014, 5, 5068.

Clinical and Genetic Determinants of Progression of Type 2 Diabetes: A DIRECT Study. Diabetes Care, 8.6 59
2014, 37,718-724. )

Heritability of variation in glycaemic response to metformin: a genome-wide complex trait analysis.
Lancet Diabetes and Endocrinology,the, 2014, 2, 481-487.

Insights from Genome-Wide Association Studies of Drug Response. Annual Review of Pharmacology o4 a1
and Toxicology, 2013, 53, 299-310. :

Common variants near ATM are associated with glycemic response to metformin in type 2 diabetes.
Nature Genetics, 2011, 43, 117-120.

Reduced-Function <i>SLC22A1<[i> Polymorphisms Encoding Organic Cation Transporter 1 and Glycemic 0.6 153
Response to Metformin: A GoDARTS Study. Diabetes, 2009, 58, 1434-1439. :

Genome-Wide Meta-Analysis Identifies the Organic Anion-Transporting Polypeptide Gene

&lt;i&gt;SLCO1B1R&lt;/i&gt; and Statins as Modifiers of Glycemic Response to Sulfonylureas. SSRN
Electronic Journal, O, , .




