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Common variants near ATM are associated with glycemic response to metformin in type 2 diabetes.
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Reduced-Function <i>SLC22A1<[i> Polymorphisms Encoding Organic Cation Transporter 1 and Glycemic
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Heritability of variation in glycaemic response to metformin: a genome-wide complex trait analysis.

Lancet Diabetes and Endocrinology,the, 2014, 2, 481-487. 114 101
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Organic Cation Transporter 1 (OCT1) (Encoded by <i>SLC22A1<[i>) and Gastrointestinal Intolerance to
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Effect of Serotonin Transporter 5-HTTLPR Polymorphism on Gastrointestinal Intolerance to
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Pathogenicity and Penetrance of Germline SDHA Variants in Pheochromocytoma and Paraganglioma
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