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The pro-metastasis effect of circANKS1B in breast cancer. Molecular Cancer, 2018, 17, 160.

LncRNA SATB2-AS1 inhibits tumor metastasis and affects the tumor immune cell microenvironment in
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METTL14-mediated N6-methyladenosine modification of SOX4 mRNA inhibits tumor metastasis in
colorectal cancer. Molecular Cancer, 2020, 19, 106.

IncRNA SNHG6 regulates EZH2 expression by sponging miR-26a/b and miR-214 in colorectal cancer.
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Prognostic value of pre-operative mflammator?/ response biomarkers in gastric cancer patients and
the construction of a predictive model. Journal of Translational Medicine, 2015, 13, 66.

SP1l-induced IncRNA-ZFAS1 contributes to colorectal cancer progression via the miR-150-5p/VEGFA axis. 6.3 165
Cell Death and Disease, 2018, 9, 982. :

Identification of Serum Exosomal hsa-circ-0004771 as a Novel Diagnostic Biomarker of Colorectal
Cancer. Frontiers in Genetics, 2019, 10, 1096.

Macrophage-derived CCL5 facilitates immune escape of colorectal cancer cells via the 119 115
p65/STAT3-CSN5-PD-L1 pathway. Cell Death and Differentiation, 2020, 27, 1765-1781. )

Prognostic value of neutrophila€tod€lymphocyte ratio in breast cancer. FEBS Open Bio, 2015, 5, 502-507.

Serum and exosome long non coding RNAs as potential biomarkers for hepatocellular carcinoma.
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Exosomal IncRNA 91H is associated with poor development in colorectal cancer by modifying HNRNPK
expression. Cancer Cell International, 2018, 18, 11.

miR-150-5p suppresses tumor progression by targeting VEGFA in colorectal cancer. Aging, 2018, 10, 3.1 87
3421-3437. )

Ginsenoside Rd ameliorates colitis by inducing p62-driven mitophagy-mediated NLRP3 inflammasome
inactivation in mice. Biochemical Pharmacology, 2018, 155, 366-379.

The Association between Four Genetic Variants in MicroRNAs (rs11614913, rs2910164, rs3746444,) Tj ETQqO 0 0 5gBT [Overlpck 10 Tf

Up-Regulation of 91H Promotes Tumor Metastasis and Predicts Poor Prognosis for Patients with

Colorectal Cancer. PLoS ONE, 2014, 9, e103022.

DNA-methylation-mediated silencing of miR-486-5p promotes colorectal cancer proliferation and
migration through activation of PLAGL2/IGF2/i2-catenin signal pathways. Cell Death and Disease, 2018, 9, 6.3 70
1037.
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Nanoporous Glass Integrated in Volumetric Bar-Chart Chip for Point-of-Care Diagnostics of
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P53-induced miR-1249 inhibits tumor growth, metastasis, and angiogenesis by targeting VEGFA and

HMGA?2. Cell Death and Disease, 2019, 10, 131. 63 66

miR-375-3p suppresses tumorigenesis and partially reverses chemoresistance by targeting YAP1 and SP1
in colorectal cancer cells. Aging, 2019, 11, 7357-7385.

LACTB, a novel epigenetic silenced tumor suppressor, inhibits colorectal cancer progression by

attenuating MDM2-mediated p53 ubiquitination and degradation. Oncogene, 2018, 37, 5534-5551. 5.9 62

An electrochemiluminescent aptasensor for amplified detection of exosomes from breast tumor cells
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Long nond€eoding RNA 91H contributes to the occurrence and progression of esophageal squamous

cell carcinoma by inhibiting IGF2 expression. Molecular Carcinogenesis, 2015, 54, 359-367. 27 53

Circulating miR-1290 and miR-320d as Novel Diagnostic Biomarkers of Human Colorectal Cancer.
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MiR-490-3p Functions As a Tumor Suppressor by Inhibiting Oncogene VDAC1 Expression in Colorectal 95 50
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FoxO3 reverses 5-fluorouracil resistance in human colorectal cancer cells by inhibiting the Nrf2/TR1
signaling pathway. Cancer Letters, 2020, 470, 29-42.

Interleukin 1 beta (IL1B) promoter polymorphism and cancer risk: evidence from 47 published studies.
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Associations of polymorphisms in microRNAs with female breast cancer risk in Chinese population.
Tumor Biology, 2015, 36, 4575-4582.

Analysis of METTL3 and METTL14 in hepatocellular carcinoma. Aging, 2020, 12, 21638-21659. 3.1 44

Meta-analysis of genome-wide association studies and functional assays decipher susceptibility genes
for gastric cancer in Chinese populations. Gut, 2020, 69, 641-651.

MicroRNA expression profiles predict progression and clinical outcome in lung adenocarcinoma. 2.0 35
OncoTargets and Therapy, 2016, Volume 9, 5679-5692. :

A nomogram based on serum bilirubin and albumin levels predicts survival in gastric cancer patients.
Oncotarget, 2017, 8, 41305-41318.

Association of the Polymorphisms in the Fas/FasL Promoter Regions with Cancer Susceptibility: A

Systematic Review and Meta-Analysis of 52 Studies. PLoS ONE, 2014, 9, e90090. 2:5 34

Prognostic Value of Long Non-Coding RNA HOTAIR in Various Cancers. PLoS ONE, 2014, 9, e110059.

Fast, Sensitive, and Quantitative Point-of-Care Platform for the Assessment of Drugs of Abuse in
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Circulating miR-148/152 family as potential biomarkers in hepatocellular carcinoma. Tumor Biology,
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Microfluidics Cell Loadingd€bock System: Ordered Cellular Array for Dynamic
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Association of Clostridium difficile infection in hospital mortality: A systematic review and
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LncRNA SPINT1-AS1 promotes breast cancer proliferation and metastasis by sponging let-7 a/b/i-5p. 9.3 2
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Upregulated IL-6 Indicates a Poor COVID-19 Prognosis: A Call for Tocilizumab and Convalescent Plasma
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Deregulated Expression of miR-224 and its Target Gene: CD59 Predicts Outcome of Diffuse Large B-cell
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Novel insights into the interaction between N6-methyladenosine modification and circular RNA.
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Clinical efficacy of convalescent plasma therapy on treating COVID4a€49 patients: Evidence from matched
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Gene therapy for colorectal cancer by adenovirus-mediated siRNA targeting CD147 based on loss of the
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