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Meta-analysis of genome-wide association studies identifies ancestry-specific associations underlying
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Plasma amyloid 12 levels are driven by genetic variants near <i>APOE, BACE1, APP, PSEN2<[i>: A
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Genomed€wide metad€analysis of lated€onset Alzheimera€™s disease using rare variant imputation in 65,602
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Identification of hippocampal volume as a mediator of the association between APOE4 and dementia. 0.8 o
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PLCG2 protective variant p.P522R modulates tau pathology and disease progression in patients with
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Genetic meta-analysis of diagnosed Alzheimerd€™s disease identifies new risk loci and implicates Al2, tau,
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Genetic and lifestyle risk factors for MRI-defined brain infarcts in a population-based setting.
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Association of brancheda€ehain amino acids and other circulating metabolites with risk of incident
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Circulating metabolites and general cognitive ability and dementia: Evidence from 11 cohort studies.
Alzheimer's and Dementia, 2018, 14, 707-722.

Genetically elevated higha€density lipoprotein cholesterol through the cholesteryl ester transfer
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Novel genetic loci associated with hippocampal volume. Nature Communications, 2017, 8, 13624.

1000 Genomes-based meta-analysis identifies 10 novel loci for kidney function. Scientific Reports, 2017,
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A common haplotype lowers PU.1 expression in myeloid cells and delays onset of Alzheimer's disease.
Nature Neuroscience, 2017, 20, 1052-1061.

Association of amine biomarkers with incident dementia and Alzheimer's disease in the Framingham

Study. Alzheimer's and Dementia, 2017, 13, 1327-1336. 08 93

Rare coding variants in PLCG2, ABI3, and TREM2 implicate microglial-mediated innate immunity in
Alzheimer's disease. Nature Genetics, 2017, 49, 1373-1384.
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023€103€06: A Common Allele in <i>SPI1<[i> Lowers Risk and Delays Age at Onset for Alzheimer's Disease.

Alzheimer's and Dementia, 2016, 12, P253.

Evaluation of a Genetic Risk Score to Improve Risk Prediction for Alzheimerd€™s Disease. Journal of 06 7
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Novel genetic loci underlying human intracranial volume identified through genome-wide
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GWAS for executive function and processing speed suggests involvement of the CADM2 gene.
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Genome-wide association study of Ridney function decline in individuals of European descent. Kidney
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