60

papers

60

all docs

270111

4,332 25
citations h-index
60 60
docs citations times ranked

169272
56

g-index

9532

citing authors



10

12

14

16

18

[ R LDV

ARTICLE IF CITATIONS

Neuropilin-1 is a host factor for SARS-CoV-2 infection. Science, 2020, 370, 861-865.

Data-analysis strategies for image-based cell profiling. Nature Methods, 2017, 14, 849-863. 9.0 535

Screening out irrelevant cell-based models of disease. Nature Reviews Drug Discovery, 2016, 15, 751-769.

Ex vivo drug response profiling detects recurrent sensitivity patterns in drug-resistant acute 0.6 195
lymphoblastic leukemia. Blood, 2017, 129, e26-e37. :

nucleAlzer: A Parameter-free Deep Learning Framework for Nucleus Segmentation Using Image Style
Transfer. Cell Systems, 2020, 10, 453-458.e6.

Deep Visual Proteomics defines single-cell identity and heterogeneity. Nature Biotechnology, 2022, 40,

1231-1240. 94 160

The Host Nonsense-Mediated mRNA Decay Pathway Restricts Mammalian RNA Virus Replication. Cell
Host and Microbe, 2014, 16, 403-411.

CIDRE: an illumination-correction method for optical microscopy. Nature Methods, 2015, 12, 404-406. 9.0 129

Test-time augmentation for deep learning-based cell segmentation on microscopy images. Scientific
Reports, 2020, 10, 5068.

CellTracker (not only) for dummies. Bioinformatics, 2016, 32, 955-957. 1.8 107

Diffusion and retention are major determinants of protein targeting to the inner nuclear membrane.
Journal of Cell Biology, 2015, 209, 687-704.

Genome-wide RNAi Screening Identifies Protein Modules Required for 40S Subunit Synthesis in Human

Cells. Cell Reports, 2015, 13, 2879-2891. 2.9 o0

Histone Deacetylase 8 Is Required for Centrosome Cohesion and Influenza A Virus Entry. PLoS
Pathogens, 2011, 7, e1002316.

Advanced Cell Classifier: User-Friendly Machine-Learning-Based Software for Discovering Phenotypes

in High-Content Imaging Data. Cell Systems, 2017, 4, 651-655.e5. 2.9 7

Comprehensive Drug Testing of Patient-derived Conditionally Reprogrammed Cells from
Castration-resistant Prostate Cancer. European Urology, 2017, 71, 319-327.

Phenotypic Image Analysis Software Tools for Exploring and Understanding Big Image Data from 9.9 4
Cell-Based Assays. Cell Systems, 2018, 6, 636-653. ’

Concerns, challenges and promises of high-content analysis of 3D cellular models. Nature Reviews

Drug Discovery, 2018, 17, 606-606.

Accurate Morphology Preserving Segmentation of Overlapping Cells based on Active Contours.

Scientific Reports, 2016, 6, 32412. L6 60



20

22

24

26

28

30

32

34

36

PETER HORVATH

ARTICLE IF CITATIONS

Genome-Wide Small Interfering RNA Screens Reveal VAMP3 as a Novel Host Factor Required for

Uukuniemi Virus Late Penetration. Journal of Virology, 2014, 88, 8565-8578.

Role for formin-like 1-dependent acto-myosin assembly in lipid droplet dynamics and lipid storage.

Nature Communications, 2017, 8, 14858. 58 48

A deep convolutional neural network approach for astrocyte detection. Scientific Reports, 2018, 8,
12878.

A functional genetic screen defines the AKT-induced senescence signaling network. Cell Death and 5.0 40
Differentiation, 2020, 27, 725-741. :

Candida albicans Enhances the Progression of Oral Squamous Cell Carcinomaci>In Vitro</i>and<i>In
Vivo<[i>. MBio, 2022, 13, e0314421.

MISpherolD: a knowledgebase and transparency tool for minimum information in spheroid identity.

Nature Methods, 2021, 18, 1294-1303. 9:0 38

Image-based RNA interference screening reveals an individual dependence of acute lymphoblastic
leukemia on stromal cysteine support. Oncotarget, 2014, 5, 11501-11512.

Software tools for 3D nuclei segmentation and quantitative analysis in multicellular aggregates.

Computational and Structural Biotechnology Journal, 2020, 18, 1287-1300. 19 33

Active Learning Strategies for Phenotypic Profiling of High-Content Screens. Journal of Biomolecular
Screening, 2014, 19, 685-695.

Nucleus segmentation: towards automated solutions. Trends in Cell Biology, 2022, 32, 295-310. 3.6 31

Annotator]): an ImageJ plugin to ease hand annotation of cellular compartments. Molecular Biology of
the Cell, 2020, 31, 2179-2186.

Hsp70-associated chaperones have a critical role in buffering protein production costs. ELife, 2018, 7, . 2.8 29

Evolution of Robustness to Protein Mistranslation by Accelerated Protein Turnover. PLoS Biology,
2015, 13, e1002291.

The NF45/NF90 Heterodimer Contributes to the Biogenesis of 60S Ribosomal Subunits and Influences

Nucleolar Morphology. Molecular and Cellular Biology, 2015, 35, 3491-3503. 11 28

Automatic deep learning-driven label-free image-guided patch clamp system. Nature Communications,
2021, 12, 936.

3D-Cell-Annotator: an open-source active surface tool for single-cell segmentation in 3D microscopy L8 18
images. Bioinformatics, 2020, 36, 2948-2949. :

Computationally prioritized drugs inhibit SARS-CoV-2 infection and syncytia formation. Briefings in

Bioinformatics, 2022, 23, .

Nuclear Motility in Glioma Cells Reveals a Cell-Line Dependent Role of Various Cytoskeletal

Components. PLoS ONE, 2014, 9, e93431. L1 16



38

40

42

44

46

48

50

52

54

PETER HORVATH

ARTICLE IF CITATIONS

Gene loss and compensatory evolution promotes the emergence of morphological novelties in
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