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Automated Detection of Natural Halogenated Compounds from LC-MS Profilesa€“Application to the
Isolation of Bioactive Chlorinated Compounds from Marine-Derived Fungi. Analytical Chemistry, 2016,
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Rapid evaporative ionisation mass spectrometry and chemometrics for high-throughput screening of
growth promoters in meat producing animals. Food Additives and Contaminants - Part A Chemistry, 11 37
Analysis, Control, Exposure and Risk Assessment, 2018, 35, 900-910.

A multidimensional 1H NMR lipidomics workflow to address chemical food safety issues.
Metabolomics, 2018, 14, 60.

Making complex measurements of meat composition fast: Application of rapid evaporative ionisation

mass spectrometry to measuring meat quality and fraud. Meat Science, 2021, 181, 108333. 2.7 80

MSeasy: unsupervised and untargeted GC-MS data processing. Bioinformatics, 2012, 28, 2278-2280.

Dye residues in aquaculture products: Targeted and metabolomics mass spectrometric approaches to 49 28
track their abuse. Food Chemistry, 2019, 294, 355-367. ’

Associations between persistent organic pollutants and endometriosis: A multiblock approach

integrating metabolic and cytokine profiling. Environment International, 2022, 158, 106926.

Time Dependency of Chemodiversity and Biosynthetic Pathways: An LC-MS Metabolomic Study of

Marine-Sourced Penicillium. Marine Drugs, 2016, 14, 103. 2.2 26
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Serum-based metabolomics characterization of pigs treated with ractopamine. Metabolomics, 2017, 13,
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Comprehensive Preterm Breast Milk Metabotype Associated with Optimal Infant Early Growth Pattern. 17 2
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Non-targeted screening methodology to characterise human internal chemical exposure: Application
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Optimization of fecal sample preparation for untargeted LC-HRMS based metabolomics. Metabolomics,
2017,13, 1.

WIPP: Workflow for Improved Peak Picking for Gas Chromatography-Mass Spectrometry (GC-MS) Data. 13 19
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Ammonium Fluoride as Suitable Additive for HILIC-Based LC-HRMS Metabolomics. Metabolites, 2019, 9,
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Nontargeted LC/ESI-HRMS Detection of Polyhalogenated Compounds in Marine Mammals Stranded on
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Modeling the fragmentation patterns of triacylglfcerides in mass spectrometry allows the
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Simultaneous exploration of nutrients and pollutants in human milk and their impact on preterm
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Fungi isolated from Madagascar shrimps - investigation of the Aspergillus niger metabolism by

combined LC-MS and NMR metabolomics studies. Aquaculture, 2017, 479, 750-758.
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