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Unusually efficient CUG initiation of an overlarping reading frame in <i>POLG<[i> mRNA yields novel
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elF4G2 balances its own mRNA translation via a PCBP2-based feedback loop. Rna, 2019, 25, 757-767. 3.5 14

Translatome and transcriptome analysis of TMA20 (MCT-1) and TMA64 (elF2D) knockout yeast strains.
Data in Brief, 2019, 23, 103701.

A novel uORF-based regulatory mechanism controls translation of the human MDM2 and elF2D mRNAs 26 19
during stress. Biochimie, 2019, 157, 92-101. :

Eukaryotic translation elongation factor 2 (eEF2) catalyzes reverse translocation of the eukaryotic
ribosome. Journal of Biological Chemistry, 2018, 293, 5220-5229.

Translation control of mRNAs encoding mammalian translation initiation factors. Gene, 2018, 651,
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Insights into the mechanisms of eukaryotic translation gained with ribosome profiling. Nucleic Acids
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Four translation initiation pathways employed by the leaderless mRNA in euRaryotes. Scientific
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Pros and cons of pDNA and mRNA transfection to study mRNA translation in mammalian cells. Gene,
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Sliding of a 43S ribosomal complex from the recognized AUG codon triggered by a delay in elF2-bound

GTP hydrolysis. Nucleic Acids Research, 2016, 44, 1882-1893.

Does HIV-1 mRNA 5'-untranslated region bear an internal ribosome entry site?. Biochimie, 2016, 121,
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Oxygen and glucose deprivation induces widespread alterations in mRNA translation within
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A novel mechanism of eukaryotic translation initiation that is neither m7G-cap-, nor IRES-dependent. 145 57
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Cap- and IRES-Independent Scanning Mechanism of Translation Initiation as an Alternative to the
Concept of Cellular IRESs. Molecules and Cells, 2010, 30, 285-294.
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Efficient Translation Initiation Directed by the 900-Nucleotide-Long and GC-Rich 53€2 Untranslated Region
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A Leaderless mRNA Can Bind to Mammalian 80S Ribosomes and Direct Polypeptide Synthesis in the
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A Cross-Kingdom Internal Ribosome Entry Site Reveals a Simplified Mode of Internal Ribosome Entry.
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Functional and Structural Similarities between the Internal Ribosome Entry Sites of Hepatitis C Virus
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