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Functional and Structural Similarities between the Internal Ribosome Entry Sites of Hepatitis C Virus
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Assembly of 48S Translation Initiation Complexesfrom Purified Components with mRNAs That Have
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A Leaderless mRNA Can Bind to Mammalian 80S Ribosomes and Direct Polypeptide Synthesis in the
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A novel mechanism of eukaryotic translation initiation that is neither m7G-cap-, nor IRES-dependent. 145 57
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Four translation initiation pathways employed by the leaderless mRNA in eukaryotes. Scientific
Reports, 2016, 6, 37905.

Sliding of a 43S ribosomal complex from the recognized AUG codon triggered by a delay in elF2-bound 145 31
GTP hydrolysis. Nucleic Acids Research, 2016, 44, 1882-1893. )
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