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Single-cell genomics unveils a canonical origin of the diverse mitochondrial genomes of
euglenozoans. BMC Biology, 2021, 19, 103.

A Eukaryote-Wide Perspective on the Diversity and Evolution of the ARF GTPase Protein Family. Genome

Biology and Evolution, 2021, 13, . 2:5 18
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Reports, 2021, 11, 22165.

Unexpected mitochondrial genome diversity revealed by targeted single-cell genomics of

heterotrophic flagellated protists. Nature Microbiology, 2020, 5, 154-165. 13.3 a4

Independent accretion of TIM22 complex subunits in the animal and fungal lineages. F1000Research,
2020, 9, 1060.

Homologue replacement in the import motor of the mitochondrial inner membrane of trypanosomes.
ELife, 2020, 9, . 60 A

Editorial overview: Investigating phenotype evolution in the post-genomic era. Current Opinion in
Genetics and Development, 2019, 58-59, iii-v.

ER-shaping atlastin proteins act as central hubs to promote flavivirus replication and virion assembly. 13.3 59
Nature Microbiology, 2019, 4, 2416-2429. :
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Neutral evolution of cellular phenotypes. Current Opinion in Genetics and Development, 2019, 58-59, 2.3 17
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Mutationism, not Lamarckism, captures the novelty of CRISPR&€“Cas. Biology and Philosophy, 2019, 34, 1.

Concepts of the last eukaryotic common ancestor. Nature Ecology and Evolution, 2019, 3, 338-344. 7.8 44

Evolutionary conservation of a core fungal phosphate homeostasis pathway coupled to development

in Blastocladiella emersonii. Fungal Genetics and Biology, 2018, 115, 20-32.

Comparative genomic analysis of the &€ pseudofungusa€™«i>Hyphochytrium catenoides</i>. Open Biology, 3.6 31
2018, 8,170184. ’
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Cell Biology: Functional Conservation, Structural Divergence, and Surprising Convergence in the
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A new mitofusin topology places the redox-regulated C terminus in the mitochondrial intermembrane 5.9 117
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PDZD8 is not the a€ functional orthologd€™ of Mmm1, it is a paralog. F1000Research, 2018, 7, 1088.

The origin of mitochondrial cristae from alphaproteobacteria. Molecular Biology and Evolution, 8.9 -
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The evolution of ERMIONE in mitochondrial biogenesis and lipid homeostasis: An evolutionary view
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