
Hartmut Oschkinat

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4495038/publications.pdf

Version: 2024-02-01

238

papers

14,593

citations

60

h-index

20817

110

g-index

24258

260

all docs

260

docs citations

260

times ranked

11219

citing authors



Hartmut Oschkinat

2

# Article IF Citations

1 Structure of a protein determined by solid-state magic-angle-spinning NMR spectroscopy. Nature, 2002,
420, 99-102. 27.8 826

2 Structure of the WW domain of a kinase-associated protein complexed with a proline-rich peptide.
Nature, 1996, 382, 646-649. 27.8 426

3
Automated NOESY interpretation with ambiguous distance restraints: the refined NMR solution
structure of the pleckstrin homology domain from Î²-spectrin 1 1Edited by P. E. Wright. Journal of
Molecular Biology, 1997, 269, 408-422.

4.2 414

4 Perspectives on NMR in drug discovery: a technique comes of age. Nature Reviews Drug Discovery,
2008, 7, 738-745. 46.4 373

5 Peptide conformations. Part 31. The conformation of cyclosporin a in the crystal and in solution.
Helvetica Chimica Acta, 1985, 68, 682-704. 1.6 343

6 AhR sensing of bacterial pigments regulates antibacterial defence. Nature, 2014, 512, 387-392. 27.8 309

7 A software tool for the prediction of Xaa-Pro peptide bond conformations in proteins based on 13C
chemical shift statistics. Journal of Biomolecular NMR, 2002, 24, 149-154. 2.8 308

8 Backbone and Side-Chain13C and15N Signal Assignments of the Î±-Spectrin SH3 Domain by Magic Angle
Spinning Solid-State NMR at 17.6 Tesla. ChemBioChem, 2001, 2, 272-281. 2.6 302

9 Solid-state NMR and SAXS studies provide a structural basis for the activation of Î±B-crystallin
oligomers. Nature Structural and Molecular Biology, 2010, 17, 1037-1042. 8.2 263

10 Three-dimensional NMR spectroscopy of a protein in solution. Nature, 1988, 332, 374-376. 27.8 258

11 Structure of the pleckstrin homology domain from Î²-spectrin. Nature, 1994, 369, 675-677. 27.8 256

12 Rapid Proton-Detected NMR Assignment for Proteins with Fast Magic Angle Spinning. Journal of the
American Chemical Society, 2014, 136, 12489-12497. 13.7 254

13 Recognition of Proline-Rich Motifs by Protein-Protein-Interaction Domains. Angewandte Chemie -
International Edition, 2005, 44, 2852-2869. 13.8 236

14 Specific interactions between the syntrophin PDZ domain and voltage-gated sodium channels. Nature
Structural Biology, 1998, 5, 19-24. 9.7 217

15 Structural analysis of WW domains and design of a WW prototype. Nature Structural Biology, 2000,
7, 375-379. 9.7 208

16 The interaction of thrombin with fibrinogen. A structural basis for its specificity. FEBS Journal, 1992,
206, 187-195. 0.2 203

17
N-terminal domain of Î±B-crystallin provides a conformational switch for multimerization and
structural heterogeneity. Proceedings of the National Academy of Sciences of the United States of
America, 2011, 108, 6409-6414.

7.1 185

18 Protonâ€•Detected Solidâ€•State NMR Spectroscopy of Fibrillar and Membrane Proteins. Angewandte
Chemie - International Edition, 2011, 50, 4508-4512. 13.8 179



3

Hartmut Oschkinat

# Article IF Citations

19 General structural motifs of amyloid protofilaments. Proceedings of the National Academy of
Sciences of the United States of America, 2006, 103, 16248-16253. 7.1 176

20
Peptide conformations. Part 30. Assignment of the1H-,13C-, and15N-NMR spectra of cyclosporin A in
CDCl3 and C6D6 by a combination of homo- and heteronuclear two-dimensional techniques. Helvetica
Chimica Acta, 1985, 68, 661-681.

1.6 164

21 Sample Optimization and Identification of Signal Patterns of Amino Acid Side Chains in 2D RFDR
Spectra of the Î±-Spectrin SH3 Domain. Journal of Magnetic Resonance, 2000, 143, 411-416. 2.1 162

22 Dynamic Nuclear Polarization of Deuterated Proteins. Angewandte Chemie - International Edition,
2010, 49, 7803-7806. 13.8 154

23 Fast passage dynamic nuclear polarization on rotating solids. Journal of Magnetic Resonance, 2012,
224, 13-21. 2.1 140

24 Quantification of PDZ Domain Specificity, Prediction of Ligand Affinity and Rational Design of
Super-binding Peptides. Journal of Molecular Biology, 2004, 343, 703-718. 4.2 138

25 A software framework for analysing solid-state MAS NMR data. Journal of Biomolecular NMR, 2011, 51,
437-447. 2.8 138

26 EVH1 domains: structure, function and interactions. FEBS Letters, 2002, 513, 45-52. 2.8 132

27
1H Detection in MAS Solid-State NMR Spectroscopy of Biomacromolecules Employing Pulsed Field
Gradients for Residual Solvent SuppressionâŠ¥. Journal of the American Chemical Society, 2003, 125,
7788-7789.

13.7 132

28 Determination of Solid-State NMR Structures of Proteins by Means of Three-Dimensional 15Nâˆ’13Câˆ’13C
Dipolar Correlation Spectroscopy and Chemical Shift Analysis. Biochemistry, 2003, 42, 11476-11483. 2.5 132

29
Characterization of Membrane Proteins in Isolated Native Cellular Membranes by Dynamic Nuclear
Polarization Solidâ€•State NMR Spectroscopy without Purification and Reconstitution. Angewandte
Chemie - International Edition, 2012, 51, 432-435.

13.8 124

30
Enhanced Resolution and Coherence Lifetimes in the Solid-State NMR Spectroscopy of Perdeuterated
Proteins under Ultrafast Magic-Angle Spinning. Journal of Physical Chemistry Letters, 2011, 2,
2205-2211.

4.6 123

31
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