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Genetic effects influencing risk for major depressive disorder in China and Europe. Translational 48 64
Psychiatry, 2017, 7, €1074-e1074. ’



20

22

24

26

28

30

32

34

36

JANA STROHMAIER

ARTICLE IF CITATIONS
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Perceived stress and hair cortisol: Differences in bipolar disorder and schizophrenia.
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Bipolar multiplex families have an increased burden of common risk variants for psychiatric

disorders. Molecular Psychiatry, 2021, 26, 1286-1298. 79 33
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Exome sequencing in large, multiplex bipolar disorder families from Cuba. PLoS ONE, 2018, 13, e0205895. 2.5 13
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