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Gene Expression Pattern. Blood, 2017, 130, 65-65.
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217 Multiple Myeloma with a Deletion of Chromosome 17p: TP53 Mutations Are Highly Prevalent and
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Scientific Reports, 2015, 5, 12473. 1.6 16

220 Prediction of high- and low-risk multiple myeloma based on gene expression and the International
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221 Evidence of an epigenetic origin for high-risk 1q21 copy number aberrations in multiple myeloma.
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222 Four genes predict high risk of progression from smoldering to symptomatic multiple myeloma
(SWOG S0120). Haematologica, 2015, 100, 1214-1221. 1.7 44
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Bendamustine, thalidomide and dexamethasone combination therapy for relapsed/refractory myeloma
patients: results of the MUK<i>one</i> randomized dose selection trial. British Journal of
Haematology, 2015, 170, 336-348.
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225 Successful mobilization of PBSCs predicts favorable outcomes in multiple myeloma patients treated
with novel agents and autologous transplantation. Bone Marrow Transplantation, 2015, 50, 673-678. 1.3 21
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Working Group. Journal of Clinical Oncology, 2015, 33, 2863-2869. 0.8 1,525
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Cleavage of <i>BLOC1S1</i> mRNA by IRE1 Is Sequence Specific, Temporally Separate from <i>XBP1</i>
Splicing, and Dispensable for Cell Viability under Acute Endoplasmic Reticulum Stress. Molecular and
Cellular Biology, 2015, 35, 2186-2202.
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228 APOBEC family mutational signatures are associated with poor prognosis translocations in multiple
myeloma. Nature Communications, 2015, 6, 6997. 5.8 261

229 Removing batch effects from purified plasma cell gene expression microarrays with modified ComBat.
BMC Bioinformatics, 2015, 16, 63. 1.2 73
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Assessing myeloma bone disease with whole-body diffusion-weighted imaging: comparison with x-ray
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232 Mutational Spectrum, Copy Number Changes, and Outcome: Results of a Sequencing Study of Patients
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Trends in autologous hematopoietic cell transplantation for multiple myeloma in Europe: increased
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Overall survival of relapsed and refractory multiple myeloma patients after adjusting for crossover
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B-cell malignancies: capture-sequencing strategies for identification of gene rearrangements and
translocations into immunoglobulin gene loci. Blood and Lymphatic Cancer: Targets and Therapy,
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multiple myeloma. Leukemia, 2014, 28, 1573-1585. 3.3 108
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Multiple Myeloma Cells Express Functional E-Selectin Ligands Which Can be Inhibited Both in-Vitro
and in-Vivo Leading to Prolongation of Survival in a Murine Transplant Model. Blood, 2014, 124,
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Safety and Efficacy in the Stratus (MM-010) Trial, a Single-Arm Phase 3b Study Evaluating Pomalidomide
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Outcome in the Medical Research Council Myeloma IX Study. Journal of Clinical Oncology, 2013, 31,
2540-2547.

0.8 372

308 Identification of Autophosphorylation Inhibitors of the Inositol-Requiring Enzyme 1 Alpha (IRE1Î±) by
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appear to occur in pregerminal center B cells. Blood, 2013, 121, 3413-3419. 0.6 128

314 Transplants for the elderly in myeloma. Blood, 2013, 122, 1332-1334. 0.6 7

315 Proof of the Concept to Use a Malignant B Cell Line Drug Screen Strategy for Identification and
Weight of Melphalan Resistance Genes in Multiple Myeloma. PLoS ONE, 2013, 8, e83252. 1.1 13

316
Low Expression Of The FUCA1 Gene Is An Adverse Prognostic Factor In Myeloma and Combined With
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