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Distinct Compartmentalization of Microbial Community and Potential Metabolic Function in the
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Effects of nitrogen addition on rhizospheric soil microbial communities of poplar plantations at
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Long-Term Nitrogen Deposition Alters Ectomycorrhizal Community Composition and Function in a
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Macrofungi Cultivation in Shady Forest Areas Significantly Increases Microbiome Diversity,
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Truffle species strongly shape their surrounding soil mycobiota in a Pinus armandii forest. Archives
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Soil Rehabilitation Promotes Resilient Microbiome with Enriched Keystone Taxa than Agricultural
Infestation in Barren Soils on the Loess Plateau. Biology, 2021, 10, 1261.

Amino acid substitutions in antigenic region B of hemagglutinin play a critical role in the antigenic
drift of subclade 2.3.4.4 highly pathogenic H5NX influenza viruses. Transboundary and Emerging 3.0 9
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Passive and active ecological restoration strategies for abandoned farmland leads to shifts in
potential soil nitrogen loss by denitrification and soil denitrifying microbes. Land Degradation and
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Provenances originate morphological and microbiome variation of Tuber pseudobrumale in

southwestern China despite strong genetic consistency. Mycological Progress, 2020, 19, 1545-1558. 14 5

Land rehabilitation improves edaphic conditions and increases soil microbial biomass and abundance.
Soil Ecology Letters, 2020, 2, 145-156.
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Response of Microbial Communities and Their Metabolic Functions to Drying&€“Rewetting Stress in a
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Geographic distance and soil microbial biomass carbon drive biogeographical distribution of fungal

communities in Chinese Loess Plateau soils. Science of the Total Environment, 2019, 660, 1058-1069. 8.0 36
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New species and records of Pyxine (Caliciaceae) in China. MycoKeys, 2019, 45, 93-109.

The restoration age of Robinia pseudoacacia plantation impacts soil microbial biomass and microbial
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