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ARTICLE IF CITATIONS
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A Multilaboratory Comparison of Calibration Accuracy and the Performance of External References
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Sedimentation Velocity Analysis of Amyloid Oligomers and Fibrils. Methods in Enzymology, 2006, 413,
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Structurally conserved erythrocyte-binding domain in <i>Plasmodiumc</i> provides a versatile
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United States of America, 2016, 113, E191-200.

Cryo-EM structure of an essential Plasmodium vivax invasion complex. Nature, 2018, 559, 135-139.
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N- and C-terminal regions of i+B-crystallin and Hsp27 mediate inhibition of amyloid nucleation, fibril
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The Allosteric Mechanism Induced by Protein Kinase A (PKA) Phosphorylation of Dematin (Band 4.9).
Journal of Biological Chemistry, 2013, 288, 8313-8320.
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Polymorphism in disease&€related apolipoprotein Ca€.ll amyloid fibrils: a structural model for roda€kike
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SMCHD1's ubiquitin-like domain is required for N-terminal dimerization and chromatin localization.
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