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complexes: PTPN23 is a Vpu-cofactor. PLoS Pathogens, 2021, 17, e1009409.

Discovery of SARS-CoV-2 antiviral drugs through large-scale compound repurposing. Nature, 2020,

586,113-119. 27.8 672

Pharmacological Activation of Non-canonical NF-B Signaling Activates Latent HIV-1 Reservoirs InAVivo.
Cell Reports Medicine, 2020, 1, 100037.

The E3 Ubiquitin-Protein Ligase Cullin 3 Regulates HIV-1 Transcription. Cells, 2020, 9, 2010. 4.1 5

HIV-1 Vpu is a potent transcriptional suppressor of NF-{*B-elicited antiviral immune responses. ELife, 2019,

y .

Metascape provides a biologist-oriented resource for the analysis of systems-level datasets. Nature 12.8 7 886
Communications, 2019, 10, 1523. : >

Large-Scale Arrayed Analysis of Protein Degradation Reveals Cellular Targets for HIV-1 Vpu. Cell
Reports, 2018, 22, 2493-2503.

SMARCA2-regulated host cell factors are required for MxA restriction of influenza A viruses.

Scientific Reports, 2018, 8, 2092. 3.3 12

Transcription Elongation Can Affect Genome 3D Structure. Cell, 2018, 174, 1522-1536.e22.

The RNA Exosome Syncs IAV-RNAPII Transcription to Promote Viral Ribogenesis and Infectivity. Cell,

2017, 169, 679-692.e14. 28.9 48

Meta- and Orthogonal Integration of Influenza 4€0eOMICsa€-Data Defines a Role for UBR4 in Virus
Budding. Cell Host and Microbe, 2015, 18, 723-735.

BIRC2/clAP1 Is a Negative Regulator of HIV-1 Transcription and Can Be Targeted by Smac Mimetics to

Promote Reversal of Viral Latency. Cell Host and Microbe, 2015, 18, 345-353. 11.0 124

An Integrated Map of HIV-Human Protein Complexes that Facilitate Viral Infection. PLoS ONE, 2014, 9,

€96687.

Tumor Suppressor Cylindromatosis (CYLD) Controls HIV Transcription in an NF-{*B-Dependent Manner.

Journal of Virology, 2014, 88, 7528-7540. 3.4 24



LARS PACHE

# ARTICLE IF CITATIONS

Global landscape of HIV4€“human protein complexes. Nature, 2012, 481, 365-370.

20 Identifying HIV-1 host cell factors by genome-scale RNAi screening. Methods, 2011, 53, 3-12. 3.8 34

Human host factors required for influenza virus replication. Nature, 2010, 463, 813-817.




