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Cysteine 253 of UCP1 regulates energy expenditure and sex-dependent adipose tissue inflammation. Cell
Metabolism, 2022, 34, 140-157.e8.

Simultaneously Identifying and Distinguishing Glycoproteins with O-GlcNAc and O-GalNAc (the Tn) Tj ETQq0 0 O rg%'l'SIOveHOfg 10 Tf 5C
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Efficacy, long-term toxicity, and mechanistic studies of gold nanorods photothermal therapy of
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