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ARTICLE IF CITATIONS

Cyclophilin A stabilizes the HIV-1 capsid through a novel non-canonical binding site. Nature
Communications, 2016, 7, 10714.
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Atomic-resolution structure of HIV-1 capsid tubes by magic-angle spinning NMR. Nature Structural and 8.2 58
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Molecular Dynamics Simulations Permits Detection of Order and Disorder in Viral Assemblies. Journal 2.6 31
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Visualizing Proteins in Mammalian Cells by <sup>19</sup>F NMR Spectroscopy. Angewandte Chemie -
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Chemical Shifts of the Carbohydrate Binding Domain of Galectin-3 from Magic Angle Spinning NMR and
Hybrid Quantum Mechanics/Molecular Mechanics Calculations. Journal of Physical Chemistry B, 2018, 2.6 9
122,2931-2939.



MANMAN Lu

# ARTICLE IF CITATIONS

Fast Magica€Angle Spinning <sup>19</sup>Fa€...NMR Spectroscopy of HIV4€d Capsid Protein Assemblies.

Angewandte Chemie, 2018, 130, 16613-16617.

The Magic of Linking Rings: Discovery of a Unique Photoinduced Fluorescent Protein Crosslink.

20 Journal of the American Chemical Society, 2022, 144, 10809-10816. 13.7

Visualizing Proteins in Mammalian Cells by <sup>19</sup> F NMR Spectroscopy. Angewandte Chemie, O, ,




