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Molecular detection and phylogenetic analysis of Marek's disease virus virulence&€associated genes
from vaccinated flocks in southern India reveals circulation of virulent MDV genotype.
Transboundary and Emerging Diseases, 2022, 69, .

Development and validation of high throughput real-time polymerase chain reaction assay for
quantitative detection of chicken infectious anemia virus. VirusDisease, 2021, 32, 343-346.

Emergence of porcine circovirus 2g (PCV2g) and evidence for recombination between genotypes 2g, 2b
and 2d among field isolates from non-vaccinated pigs in Mizoram, India. Infection, Genetics and
Evolution, 2021, 90, 104775.

Molecular detection and characterization of highly pathogenic porcine reproductive and respiratory
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Mutation of the F-Protein Cleavage Site of Avian Paramyxovirus Type 7 Results in Furin Cleavage,

Fusion Promotion, and Increased Replication <i>In Vitro</i> but Not Increased Replication, Tissue
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Experimental infection of hamsters with avian paramyxovirus serotypes 1 to 9. Veterinary Research,
2011, 42, 38.
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