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svtools: population-scale analysis of structural variation. Bioinformatics, 2019, 35, 4782-4787. 4.1 51

Identification of Drivers of Aneuploidy in Breast Tumors. Cell Reports, 2018, 23, 2758-2769.

Cover Image, Volume 173A, Number 2, February 2017. American Journal of Medical Genetics, Part A, 2017,

173,1. 1.2 0
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Exonic Deletions in AUTS2 Cause a Syndromic Form of Intellectual Disability and Suggest a Critical

Role for the C Terminus. American Journal of Human Genetics, 2013, 92, 210-220. 6.2 135

Highly Penetrant Alterations of a Critical Region Including BDNF in Human Psychopathology and
Obesity. Archives of General Psychiatry, 2012, 69, 1238.

Complex reorganization and predominant non-homologous repair following chromosomal breakage
in karyotypically balanced germline rearrangements and transgenic integration. Nature Genetics, 2012, 21.4 229
44, 390-397.

Sequencing Chromosomal Abnormalities Reveals Neurodevelopmental Loci that Confer Risk across
Diagnostic Boundaries. Cell, 2012, 149, 525-537.
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