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35 Wheat Grain Transcriptome. , 2021, , 501-512. 0

36 Association of gene expression with syringyl to guaiacyl ratio in sugarcane lignin. Plant Molecular
Biology, 2021, 106, 173-192. 2.0 8



4

Robert J. Henry

# Article IF Citations
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295 Future prospects for plant genotyping.. , 2008, , 272-280. 3
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Vierh. (Avicenniaceae). Theoretical and Applied Genetics, 2000, 101, 279-285. 1.8 51

395 PCR-based molecular markers for the fragrance gene in rice (Oryza sativa. L.). Theoretical and Applied
Genetics, 2000, 101, 364-371. 1.8 56

396 Accessing genes in the tertiary gene pool of rice by direct introduction of total DNA fromZizania
palustris (wild rice). Plant Molecular Biology Reporter, 2000, 18, 133-138. 1.0 18
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397 Characterisation of microsatellite markers from sugarcane (Saccharum sp.), a highly polyploid
species. Plant Science, 2000, 155, 161-168. 1.7 184

398 Analysis of grape ESTs: global gene expression patterns in leaf and berry. Plant Science, 2000, 159, 87-95. 1.7 64

399 Microsatellite variation and assessment of genetic structure in tea tree (Melaleuca alternifolia-) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 662 Td (Myrtaceae). Molecular Ecology, 1999, 8, 633-643.2.0 58

400 Improved Regeneration Efficiency from Mature Embryos of Barley Cultivars. Biologia Plantarum, 1999,
42, 505-513. 1.9 19

401 Title is missing!. Euphytica, 1999, 108, 53-63. 0.6 54

402 Detection of Transgenes in Crop Plants Using Molecular Beacon Assays. Plant Molecular Biology
Reporter, 1999, 17, 363-370. 1.0 13

403 Optimisation of a Microsatellite Enrichment Technique in Saccharum spp.. Plant Molecular Biology
Reporter, 1999, 17, 225-229. 1.0 28

404 Title is missing!. Plant Molecular Biology Reporter, 1999, 17, 351-354. 1.0 6

405 Microwave Extraction of Total Genomic DNA From Barley Grains for use in PCR. Journal of the
Institute of Brewing, 1999, 105, 185-190. 0.8 21

406 Abundance and polymorphism of microsatellite markers in the tea tree (Melaleuca alternifolia,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 382 Td (Myrtaceae). Theoretical and Applied Genetics, 1999, 98, 1091-1098.1.8 41

407 Identifying New Volatile Compounds in Toasted Oak. Journal of Agricultural and Food Chemistry, 1999,
47, 1663-1667. 2.4 51

408 Title is missing!. , 1998, 4, 509-517. 6

409 Marker-assisted selection for two rust resistance genes in sunflower. Molecular Breeding, 1998, 4,
227-234. 1.0 71

410 Title is missing!. Genetic Resources and Crop Evolution, 1998, 45, 399-406. 0.8 9

411 Identification of the creatine binding domain of creatine kinase by photoaffinity labeling. BBA -
Proteins and Proteomics, 1998, 1387, 80-88. 2.1 9

412 Identification of new volatile thiols in the aroma ofVitis vinifera L. var. Sauvignon blanc wines.
Flavour and Fragrance Journal, 1998, 13, 159-162. 1.2 316

413 Identification of Volatile and Powerful Odorous Thiols in Bordeaux Red Wine Varieties. Journal of
Agricultural and Food Chemistry, 1998, 46, 3095-3099. 2.4 144

414 Molecular and Biochemical Characterization of Somaclonal Variation. Current Plant Science and
Biotechnology in Agriculture, 1998, , 485-499. 0.0 18



25

Robert J. Henry

# Article IF Citations

415 BACTERIAL EXPRESSION OF THE BIFUNCTIONAL Î±-AMYLASE/SUBTILISIN INHIBITOR FROM BARLEY. Journal of
the Institute of Brewing, 1997, 103, 31-33. 0.8 2

416 Identification of Volatile Compounds with a â€œToastyâ€• Aroma in Heated Oak Used in Barrelmaking.
Journal of Agricultural and Food Chemistry, 1997, 45, 2217-2224. 2.4 120

417 Quantitative Determination of Potent Flavor Compounds in Burgundy Pinot Noir Wines Using a Stable
Isotope Dilution Assayâ€ . Journal of Agricultural and Food Chemistry, 1997, 45, 2120-2123. 2.4 43

418 Alpha-amylase/subtilisin Inhibitor Levels in Australian Barleys. Journal of Cereal Science, 1997, 25,
261-266. 1.8 11

419
The defensive secretion of Eurycotis floridana (Dictyoptera, Blattidae, Polyzosteriinae): Chemical
identification and evidence of an alarm function. Insect Biochemistry and Molecular Biology, 1997, 27,
577-586.

1.2 14

420 Dichloroaromatic phosphoguanidines are potent inhibitors but very poor substrates for cytosolic
creatine kinase. Biochimica Et Biophysica Acta - Molecular Cell Research, 1997, 1357, 49-56. 1.9 2

421 N-Dibenzylphospho-Nâ€²-3-(2,6-dichlorophenyl)propyl-guanidine is a bisubstrate-analog for creatine
kinase. BBA - Proteins and Proteomics, 1997, 1342, 83-89. 2.1 5

422 Molecular Distinction between Monocotyledons and Dicotyledons: more than a simple dichotomy.
Plant Molecular Biology Reporter, 1997, 15, 216-218. 1.0 16

423 RAPD and isozyme analysis of genetic relationships between Carica papaya and wild relatives. Genetic
Resources and Crop Evolution, 1997, 44, 471-477. 0.8 46

424 Practical Applications of Plant Molecular Biology. , 1997, , . 49

425 Preparation of Fungal Genomic DNA for PCR and RAPD Analysis. , 1997, , 29-34. 5

426 An Efficient Transformation System for the Australian Rice Cultivar, Jarrah. Functional Plant Biology,
1997, 24, 133. 1.1 13

427 Estimation of genetic variation in plants using molecular techniques. , 1997, , 57-98. 1

428 Useful routine protocols in plant molecular biology. , 1997, , 175-220. 0

429 Plant transformation. , 1997, , 135-173. 0

430 Identification of plants using molecular techniques. , 1997, , 1-55. 1

431 Random amplified polymorphic DNA (RAPD) detection of dwarf off-types in micropropagated Cavendish
(Musa spp. AAA) bananas. Plant Cell Reports, 1996, 16, 118-123. 2.8 94

432 Genetic diversity of Kensington mango in Australia. Australian Journal of Experimental Agriculture,
1996, 36, 243. 1.0 20
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433 Fast resolution of identification problems in seed production and plant breeding using molecular
markers. Australian Journal of Experimental Agriculture, 1996, 36, 571. 1.0 6

434 Phylogenetic position of hoop pine (Araucaria cunninghamii). Australian Systematic Botany, 1996, 9,
893. 0.3 11

435 RAPD markers for a sunflower rust resistance gene. Australian Journal of Agricultural Research,
1996, 47, 395. 1.5 13

436 Specific 5S ribosomal RNA primers for plant species i dentification in admixtures 3. Plant Molecular
Biology Reporter, 1996, 14, 33-43. 1.0 15

437 A protocol for the efficient screening of putatively transformed plants forbar, the selectable marker
gene, using the polymerase chain reaction. Plant Molecular Biology Reporter, 1996, 14, 363-368. 1.0 15

438 Synthesis and Differential Properties of Creatine Analogues as Inhibitors for Human Creatine Kinase
Isoenzymes. FEBS Journal, 1996, 238, 446-452. 0.2 8

439 ASSESSMENT OFBACILLUS LICHENIFORMISÎ±-AMYLASE AS A CANDIDATE ENZYME FOR GENETIC ENGINEERING
OF MALTING BARLEY1. Journal of the Institute of Brewing, 1996, 102, 75-78. 0.8 7

440 Random amplified polymorphic DNA (RAPD) detection of dwarf off-types in micropropagated Cavendish
( Musa spp. AAA) bananas. Plant Cell Reports, 1996, 16, 118-123. 2.8 1

441 Optimisation of Tissue Culture Conditions for Transformation Studies Using Immature Embryos of
Australian Barley Cultivars. Australian Journal of Botany, 1995, 43, 499. 0.3 8

442 Molecular analysis of the DNA polymorphism of wild barley (Hordeum spontaneum) germplasm using
the polymerase chain reaction. Genetic Resources and Crop Evolution, 1995, 42, 273-280. 0.8 45

443 The use of bulk segregant analysis to identify a RAPD marker linked to leaf rust resistance in barley.
Theoretical and Applied Genetics, 1995, 91, 270-273. 1.8 52

444 Sensitivity of random amplified polymorphic DNA analysis to detect genetic change in sugarcane
during tissue culture. Theoretical and Applied Genetics, 1995, 90, 1169-1173. 1.8 89

445 ANALYSIS OF WATER-SOLUBLE PROTEINS FROM BARLEY BY ION-EXCHANGE HIGH PERFORMANCE LIQUID
CHROMATOGRAPHY. Journal of the Institute of Brewing, 1995, 101, 181-185. 0.8 2

446 Influence of bile salt molecular species on cholesterol crystallization from supersaturated model
biles. Lipids and Lipid Metabolism, 1995, 1254, 89-97. 2.6 15

447 Control of Gene Expression for the Genetic Engineering of Cereal Quality. Journal of Cereal Science,
1995, 22, 203-210. 1.8 6

448 Genetic and environmental variation in the diastatic power of australian barley. Journal of Cereal
Science, 1995, 21, 63-70. 1.8 97

449 RAPD Analysis of Sugarcane During Tissue Culture. Current Plant Science and Biotechnology in
Agriculture, 1995, , 241-246. 0.0 28

450 Polymorphisms in the Î±-amy1 gene of wild and cultivated barley revealed by the polymerase chain
reaction. Theoretical and Applied Genetics, 1994, 89, 509-513. 1.8 42
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451 Random amplified polymorphic DNA analysis of Australian rice (Oryza sativa L.) varieties. Euphytica,
1994, 80, 179-189. 0.6 51

452 Identification of Cereals using the Polymerase Chain Reaction. Journal of Cereal Science, 1994, 19,
101-106. 1.8 34

453 Genetic diversity in sunflower (Helianthus annuus L.) as revealed by random amplified polymorphic
DNA analysis. Australian Journal of Agricultural Research, 1994, 45, 1319. 1.5 40

454 IDENTIFICATION OF BARLEY VARIETIES USING THE POLYMERASE CHAIN REACTION. Journal of the Institute
of Brewing, 1994, 100, 405-407. 0.8 12

455 Identification of navy bean varieties using a random amplification of polymorphic DNA. Australian
Journal of Experimental Agriculture, 1994, 34, 1173. 1.0 8

456 Genetic Engineering of Resistance to Starch Hydrolysis Caused by Pre-Harvest Sprouting. , 1994, ,
129-132. 1

457 Rapid Cereal Genotype Analysis. , 1994, , 153-157. 1

458 A simplified method for the preparation of fungal genomic DNA for PCR and RAPD analysis.
BioTechniques, 1994, 16, 48-50. 0.8 126

459 Use of DNA from dry leaves for PCR and RAPD analysis. Plant Molecular Biology Reporter, 1993, 11,
202-206. 1.0 20

460 A RAPID SMALL SCALE METHOD FOR THE DETERMINATION OF MALT EXTRACT. Journal of the Institute of
Brewing, 1993, 99, 73-75. 0.8 7

461 AN INTER-LABORATORY STUDY OF STARCH DEGRADING ENZYME ASSAYS. Journal of the Institute of
Brewing, 1992, 98, 25-26. 0.8 2

462
Enantiomeric ratios of pantolactone, solerone, 4-carboethoxy-4-hydroxy-butyrolactone and of
sotolon, a flavour impact compound of flor-sherry and botrytized wines. Zeitschrift Fur
Lebensmittel-Untersuchung Und -Forschung, 1992, 195, 540-544.

0.7 27

463 Control of wheat Î±-amylase using inhibitors from cereals. Journal of the Science of Food and
Agriculture, 1992, 58, 281-284. 1.7 22

464 Gas chromatographyâ€”mass spectrometry and gas chromatographyâ€”tandem mass spectrometry of
cyclic fatty acid monomers isolated from heated fats. Biomedical Applications, 1991, 562, 659-672. 1.7 19

465 Ion-pair high-performance liquid chromatography of bile salt conjugates: Application to pig bile.
Lipids, 1991, 26, 578-583. 0.7 37

466 Amplification of a GC-rich sequence from barley by a two-step polymerase chain reaction in glycerol.
Plant Molecular Biology Reporter, 1991, 9, 139-144. 1.0 10

467 Chiral ?-lactones from Fusarium poae. Zeitschrift Fur Lebensmittel-Untersuchung Und -Forschung,
1991, 193, 26-31. 0.7 19

468 Rapid determination of shoot nitrogen status in rice using near infrared reflectance spectroscopy.
Journal of the Science of Food and Agriculture, 1991, 54, 191-197. 1.7 34
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469 FACTORS INFLUENCING THE HARDNESS (MILLING ENERGY) AND MALTING QUALITY OF BARLEY. Journal of the
Institute of Brewing, 1990, 96, 135-136. 0.8 33

470 Enzymic Determination of Starch in Samples with High Sugar Content. Starch/Staerke, 1990, 42,
468-470. 1.1 6

471 Starch determination in horticultural plant material by an enzymic-colorimetric procedure. Journal
of the Science of Food and Agriculture, 1990, 52, 159-170. 1.7 66

472 High-performance liquid chromatography of Î±-amylases from germinating wheat and complexes with
the Î±-amylase inhibitor from barley. Journal of Cereal Science, 1990, 12, 73-81. 1.8 19

473 Quantitative analysis of barley (1 â†’ 3), (1 â†’ 4)-Î²-glucanase isoenzymes by high-performance liquid
chromatography. Journal of Cereal Science, 1990, 12, 187-192. 1.8 2

474 RapidÎ±-amylase assays for assessment of pre-harvest sprouting damage in wheat. Journal of the Science
of Food and Agriculture, 1989, 49, 15-23. 1.7 8

475 Rapid separation of Î±-amylases from barley by ion-exchange high-performance liquid chromatography
on non-porous columns. Journal of Chromatography A, 1989, 481, 397-402. 1.8 5

476 Cell-wall polysaccharides of rye-derived wheats: Investigations of the biochemical causes of dough
stickiness. Food Chemistry, 1989, 34, 309-316. 4.2 19

477 Factors influencing the rate of modification of barleys during malting. Journal of Cereal Science,
1989, 10, 51-59. 1.8 21

478 Changes in Î²-glucan and other carbohydrate components of barley during malting. Journal of the
Science of Food and Agriculture, 1988, 42, 333-341. 1.7 33

479 Evaluation of a general method for measurement of (1â†’3), (1â†’4)-Î²-Glucans. Journal of the Science of Food
and Agriculture, 1988, 44, 75-87. 1.7 23

480 Dormancy breaking procedures and the breeding of white-grained wheat with resistance to
pre-harvest sprouting. Euphytica, 1988, 39, 161-166. 0.6 4

481 Cultivation Effects on Carbohydrate Contents of Soil and Soil Fractions. Soil Science Society of
America Journal, 1988, 52, 1361-1365. 1.2 39

482 Hydrolysis of barley endosperm storage proteins during malting. II. Quantification by enzyme- and
radio-immunoassay. Journal of Cereal Science, 1988, 7, 265-281. 1.8 13

483 THE CARBOHYDRATES OF BARLEY GRAINS - A REVIEW. Journal of the Institute of Brewing, 1988, 94, 71-78. 0.8 58

484 Gas Chromatographic Determination of the Monosaccharide Composition of Plant Cell Wall
Preparations. Journal of the Association of Official Analytical Chemists, 1988, 71, 272-275. 0.2 68

485 A SIMPLE AND RAPID TEST FOR ASSESSMENT OF ENDOSPERM PROTEIN MODIFICATION DURING MALTING*.
Journal of the Institute of Brewing, 1987, 93, 413-419. 0.8 7

486 Pentosan and (1 â†’ 3),(1 â†’ 4)-Î²-Glucan concentrations in endosperm and wholegrain of wheat, barley, oats
and rye. Journal of Cereal Science, 1987, 6, 253-258. 1.8 180
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487 Reduction of the Î±-amylase content of sprouted wheat by pearling and milling. Journal of Cereal
Science, 1987, 5, 155-166. 1.8 25

488 Variation in the Carbohydrate Composition of Wild Barley (Hordeum spontaneum) Grain. Plant
Breeding, 1987, 98, 97-103. 1.0 17

489 Simultaneous Determination of Moisture, Organic Carbon, and Total Nitrogen by Near Infrared
Reflectance Spectrophotometry. Soil Science Society of America Journal, 1986, 50, 120-123. 1.2 442

490 Genetic and environmental variation in the pentosan and Î²-glucan contents of barley, and their
relation to malting quality. Journal of Cereal Science, 1986, 4, 269-277. 1.8 91

491 Re-evaluation of fluorescein dibutyrate staining as a method for assessment of pre-harvest sprouting
in wheat and barley. Journal of Cereal Science, 1986, 4, 51-56. 1.8 2

492 DETERMINATION OF TOTAL Î²-GLUCAN IN MALT. Journal of the Institute of Brewing, 1986, 92, 354-356. 0.8 24

493 EVALUATION OF BARLEY AND MALT QUALITY USING NEAR-INFRARED REFLECTANCE TECHNIQUES. Journal of
the Institute of Brewing, 1985, 91, 393-396. 0.8 18

494 RATES OF ENDOSPERM MODIFICATION DURING MICRO-MALTING OF SOME AUSTRALIAN BARLEYS. Journal of
the Institute of Brewing, 1985, 91, 318-320. 0.8 6

495 Evaluation of methods for the assessment of malting quality in barley breeding. Euphytica, 1985, 34,
135-145. 0.6 12

496 Near-infrared reflectance analysis of carbohydrates and its application to the determination of
(1â†’3),(1â†’4)-Î²-d-glucan in barley. Carbohydrate Research, 1985, 141, 13-19. 1.1 20

497 Extent of Î²-glucan chain elongation by ryegrass (Lolium multiflorum) enzymes. Carbohydrate Polymers,
1985, 5, 1-12. 5.1 11

498 Use of a scanning near-infrared reflectance spectrophotometer for assessment of the malting
potential of barley. Journal of the Science of Food and Agriculture, 1985, 36, 249-254. 1.7 13

499 A comparison of the non-starch carbohydrates in cereal grains. Journal of the Science of Food and
Agriculture, 1985, 36, 1243-1253. 1.7 145

500 A comparative study of the total Î²-glucan contents of some Australian barleys. Australian Journal of
Experimental Agriculture, 1985, 25, 424. 1.0 21

501 Effect of sample size on the micro-malting of barley. Journal of the Science of Food and Agriculture,
1984, 35, 767-772. 1.7 21

502 An improved procedure for the methylation analysis of oligosaccharides and polysaccharides.
Carbohydrate Research, 1984, 127, 59-73. 1.1 571

503 A RAPID METHOD FOR THE DETERMINATION OF DIASTATIC POWER. Journal of the Institute of Brewing,
1984, 90, 37-39. 0.8 33

504 RAPID SMALL-SCALE DETERMINATION OF MALT EXTRACT IN BARLEY BREEDING. Journal of the Institute of
Brewing, 1984, 90, 371-374. 0.8 15
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505 A SIMPLIFIED ENZYMIC METHOD FOR THE DETERMINATION OF (1â†’3) (1â†’4)-Î²-GLUCANS IN BARLEY. Journal of the
Institute of Brewing, 1984, 90, 178-180. 0.8 31

506
Proton Motive Potential Difference Across the Plasma Membrane of Plant Cells: a Comparison of
Cultured Cells and Protoplasts From Italian Ryegrass (Lolium multiflorum Lam.) Endosperm.
Functional Plant Biology, 1984, 11, 119.

1.1 4

507 A simple and rapid preparation of alditol acetates for monosaccharide analysis. Carbohydrate
Research, 1983, 113, 291-299. 1.1 1,846

508 Separation of alditol acetates from plasticizers and other contaminants by capillary gas
chromatography. Journal of Chromatography A, 1983, 262, 249-256. 1.8 15

509 Detection of neutral and aminosugars from glycoproteins and polysaccharides as their alditol
acetates. Journal of Chromatography A, 1983, 256, 419-427. 1.8 64

510 Localization of <i>Î²</i>-glucan synthases on the membranes of cultured <i>Lolium multiflorum</i>
(ryegrass) endosperm cells. Biochemical Journal, 1983, 209, 627-633. 1.7 18

511 Factors Influencing Î²-Glucan Synthesis by Particulate Enzymes from Suspension-Cultured <i>Lolium
multiflorum</i> Endosperm Cells. Plant Physiology, 1982, 69, 632-636. 2.3 53

512 Solubilization of Î²-glucan synthases from the membranes of cultured ryegrass endosperm cells.
Biochemical Journal, 1982, 203, 629-636. 1.7 35

513 Gas chromatography of alditol acetates on a high-polarity bonded-phase vitreous-silica column.
Journal of Chromatography A, 1982, 249, 180-182. 1.8 21

514 DIFFERENCES IN FRUCTAN CONTENT AND SYNTHESIS IN SOME ALLIUM SPECIES. New Phytologist, 1981, 87,
249-256. 3.5 130

515 Sucrose:sucrose fructosyltransferase and fructan:fructan fructosyltransferase from allium cepa.
Phytochemistry, 1980, 19, 1017-1020. 1.4 61

516 Water-soluble polysaccharide in nine commercial sweet corn cultivars and its suitability for
estimating kernel maturity. Australian Journal of Experimental Agriculture, 1979, 19, 373. 1.0 1

517 Diurnal Variations in Non-Structural Carbohydrates, Leaf Extension, and Leaf Cavity Carbon Dioxide
Concentrations inAllium cepaL.. Journal of Experimental Botany, 1979, 30, 109-118. 2.4 15
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dehydrating. Journal of the Science of Food and Agriculture, 1979, 30, 1035-1038. 1.7 68

519 The distribution of fructan metabolising enzymes in the onion plant. Plant Science Letters, 1979, 14,
155-158. 1.9 17

520 THE DISTRIBUTION OF FRUCTANS IN ONIONS. New Phytologist, 1978, 81, 29-34. 3.5 147

521 An assay for glycosyltransferases using phenel partition and gas-liquid chromatography. Analytical
Biochemistry, 1978, 90, 234-238. 1.1 10

522 Water-soluble polysaccharide determination as a technique for evaluation of sweet corn maturity.
Australian Journal of Agricultural Research, 1978, 29, 517. 1.5 3



31

Robert J. Henry

# Article IF Citations

523 Salinity Tolerance in Canola: Insights from Proteomic Studies. , 0, , . 3

524 Improvements in the sequencing and assembly of plant genomes. GigaByte, 0, 2021, 1-10. 0.0 15

525 Flavor Development in Rice. , 0, , 130-146. 3

526 Genomics and Gene-Editing Technologies Accelerating Grain Product Innovation. Cereal Foods World,
0, , . 0.7 1


