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Genomic Designing for Biotic Stress Resistant Grapevine. , 2022, , 87-255.

A 69 kbp Deletion at the Berry Color Locus Is Responsible for Berry Color Recovery in Vitis vinifera L.
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Transcriptomic analysis of temporal shifts in berry development between two grapevine cultivars of
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High-Throughput Phenotyping of Leaf Discs Infected with Grapevine Downy Mildew Using Shallow

Convolutional Neural Networks. Agronomy, 2021, 11, 1768. 3.0 5

RNA-Seq Time Series of Vitis vinifera Bud Development Reveals Correlation of Expression Patterns with
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Color Intensity of the Red-Fleshed Berry Phenotype of Vitis vinifera Teinturier Grapes Varies Due to a
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Genome Sequences of Both Organelles of the Grapevine Rootstock Cultivar &€ BAqrnera€ ™. Microbiology
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Genetic and Genomic Approaches for Adaptation of Grapevine to Climate Change. , 2020, , 157-270.

Characterization of genes and alleles involved in the control of flowering time in grapevine. PLoS 05 9
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Determination of genetic loci in the control network of grapevine flowering. Acta Horticulturae,
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Overview of genetic loci for traits in grapevine and their integration into the VIVC database. Acta
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Emergent Ascomycetes in Viticulture: An Interdisciplinary Overview. Frontiers in Plant Science, 2019,
10, 1394.

Extended diversity analysis of cultivated grapevine Vitis vinifera with 10K genome-wide SNPs. PLoS ONE, 05 164
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Genetic identification and characterization of Armenian grapevine cultivars. BIO Web of Conferences,
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Evaluation and genetic analysis of grapevine black rot resistances. Acta Horticulturae, 2017, , 285-290. 0.2 9

Quantitative trait loci affecting pathogen resistance and ripening of grapevines. Molecular Genetics

and Genomics, 2016, 291, 1573-1594.

QTL analysis of flowering time and ripening traits suggests an impact of a genomic region on linkage

group 1 in Vitis. Theoretical and Applied Genetics, 2014, 127, 1857-1872. 3.6 a4
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QTL mapping of black rot (Guignardia bidwellii) resistance in the grapevine rootstock a€'BAqrnera€™

(V.Ariparia Gm183AA—AV. cinerea Arnold). Theoretical and Applied Genetics, 2014, 127, 1667-1677.

SEQUENCING OF THE PHYLLOXERA RESISTANCE LOCUS RDV1 OF CULTIVAR 'BA-RNER'. Acta Horticulturae, 0.2 13
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Candidate genes within a 143 kb region of the flower sex locus in Vitis. Molecular Genetics and
Genomics, 2012, 287, 247-259.

Rpv10: a new locus from the Asian Vitis gene pool for pyramiding downy mildew resistance loci in p 184
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Development of a method for phenotyping Black Rot (Guignardia bidwellii) resistance on grapevine
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A Double Mutation in the Anthocyanin 5-<i>O«[i>-Glucosyltransferase Gene Disrupts Enzymatic
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HOMOLOGOUS GENE OF VITIS SSP. CORRELATED WITH ANTHOCYANIN 3,5-DIGLUCOSIDE FORMATION IN
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Evaluation of pollen dispersal and cross pollination using transgenic grapevine plants.
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Breeding high-stearic oilseed rape (Brassica napus) with high- and low-erucic background using

optimised promoter-gene constructs. Molecular Breeding, 2006, 18, 241-251.
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