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Epigenetic Signatures of Cigarette Smoking. Circulation: Cardiovascular Genetics, 2016, 9, 436-447.

DNA methylation signatures of chronic low-grade inflammation are associated with complex diseases. 8.8 951
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Association of Body Mass Index with DNA Methylation and Gene Expression in Blood Cells and
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The role of platelets in mediating a response to human influenza infection. Nature Communications,
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Genome-wide identification of DNA methylation QTLs in whole blood highlights pathways for
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Genome-wide identification of microRNA expression quantitative trait loci. Nature Communications,
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A Meta-analysis of Gene Expression Signatures of Blood Pressure and Hypertension. PLoS Genetics,
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A multi-ethnic epigenome-wide association study of leukocyte DNA methylation and blood lipids.
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Epigenome-wide association study of whole blood gene expression in Framingham Heart Study
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