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von Willebrand factor as a biomarker of clinically significant portal hypertension and severe portal
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Molecular and computational analysis of 45 samples with a serologic weak D phenotype detected
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18F-Fluorodeoxyglucose positron emission tomography/computed tomography comparison of gastric
lymphoma and gastric carcinoma. World Journal of Castroenterology, 2016, 22, 7787.

Amplification of RAD54B promotes progression of hepatocellular carcinoma via activating the

Wnt/l2-catenin signaling. Translational Oncology, 2021, 14, 101124. 3.7 1

HLA&€A *02:411 identified in a platelet donor from China. Hla, 2020, 96, 491-493.
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donor. Hla, 2020, 96, 504-507. :
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A novel HLA-DRB1*04 allele, HLA-DRB1*04:153 , identified in a Chinese donor by sequence-based typing. 0.6 4
Hla, 2018, 92, 259-260. )

Identification of a novel HLA allele, HLA-A*01:127 , in a donor from China. Hla, 2018, 92, 235-236.

Identification of the novel HLA allele, <i>HLA4€8*40:06:07<[i>, by sequencea€based typing. Hla, 2018, 92,
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<i>HLA4€B*13:64<][i>, a novel allele, identified in a Chinese individual. Hla, 2019, 94, 376-378.

A string of 12 mutations in Intron 3 is a new clue associated with Type Il CD36 deficiency. Transfusion, 16 3
2019, 59, 1159-1161. )

<i>HLAa€A*11:01:46<[i>, a novel <i>HLAaG€A*11<[i> variant, detected in a Chinese individual. Hla, 2019, 94,
517-519.

Discovery of the novel HLA allele, <i>HLAa€A*30:72<[i>, in a Chinese platelet donor by sequenced€based 0.6 3
typing. Hla, 2020, 95, 131-133. )

Identification of <i><scp>HLA&€A<[scp>*31:73</i> in a platelet donor from China by sequencea€based typing.
Hla, 2020, 96, 628-631.

Detection of a novel allele, <scp><i>HLAG€B*15:01:39<[i> <[scp>, by sequenced€based typing in a platelet 0.6 3
donor from China. Hla, 2020, 96, 633-635. :

Discovery of the novel <i><scp>HLA&EB<[scp>*52:<scp>49N</[scp><[i> allele in a Chinese individual. Hla,

2021, 98, 553-555.

Characterization of the novel <scp>HLA</[scp> allele, <i><scp>HLAG€DRB1<[scp>*08:76<[i>. Hla, 2021, 98,
399-401. 0.6 3
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Identification of a novel <scp>HLAG€A<[scp> allele, <scp><i>HLAG€A<[i><[scp>*<i>31:97<[i>, by

sequenced€based typing. Hla, 2021, 98, 383-385.
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Detection of a novel <scp>HLA&€EB<[scp> allele, <i><scp>HLAa€B<[scp>*55:71<[i>, in a Chinese hematopoietic
stem cell donor and platelet donor. Hla, 2021, 97, 366-368.

Long non-coding RNA SNHG1 promotes Cyclin D1-mediated proliferation in pancreatic cancer by acting

24 as a ceRNA of miR-195. International Journal of Clinical and Experimental Pathology, 2019, 12, 730-739.
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Identification of c.238 A&gt;C (p.Arg80Cly) of CD59 blood group gene. Transfusion, 2018, 58, 3033-3034.

2 Identification of a novel allele, <i>HLA3€B*51:01:41<[i>, in a platelet donor by sequencea€based typing. Hla, 0.6 5
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Detection of a novel <i>HLAG€B*46<[i> allele, <i>HLAG€B*46:01:08<[i>, in a Chinese platelet donor. Hla, 2019,
94, 532-533.

28 Identification of a novel allele, <i>HLA4€B*52:01:24<i>, by sequence&€based typing in a Chinese individual. 0.6 5
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Two novel FUT1 alleles that cause parad€Bombay phenotype in a Chinese individual. Transfusion, 2020, 60,
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phenotype identified in a Chinese family. Transfusion, 2022, 62, .




