82

papers

82

all docs

53794

11,052 45
citations h-index
82 82
docs citations times ranked

79

g-index

11283

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

EIN2, a Bifunctional Transducer of Ethylene and Stress Responses in Arabidopsis. Science, 1999, 284,
2148-2152.

Research on plant abiotic stress responses in the postad€genome era: past, present and future. Plant 5.7 1021
Journal, 2010, 61, 1041-1052. ) >

Type 2C protein phosphatases directly regulate abscisic acid-activated protein kinases in Arabidopsis.
Proceedings of the National Academy of Sciences of the United States of America, 2009, 106,
17588-17593.

A Transmembrane Hybrid-Type Histidine Kinase in Arabidopsis Functions as an Osmosensor. Plant Cell, 6.6 501
1999, 11, 1743-1754. :

A gene encoding a mitogen-activated protein Rinase Rinase Rinase is induced simultaneously with genes
for a mitogen-activated protein kinase and an S6 ribosomal protein kinase by touch, cold, and water
stress in Arabidopsis thaliana.. Proceedings of the National Academy of Sciences of the United States

1 Q0 O

ol Amme d O 02-/0

Perception and transduction of abscisic acid signals: keys to the function of the versatile plant 8.8 441
hormone ABA. Trends in Plant Science, 2007, 12, 343-351. :

RESPONSIVE-TO-ANTAGONIST1, a Menkes/Wilson Diseased€ “Related Copper Transporter, Is Required for
Ethylene Signaling in Arabidopsis. Cell, 1999, 97, 383-393.

Zinc finger protein STOP1 is critical for proton tolerance in Arabidopsis and coregulates a key gene in
aluminum tolerance. Proceedings of the National Academy of Sciences of the United States of 7.1 374
America, 2007, 104, 9900-9905.

A gene encoding a phosphatidylinositol-specific phospholipase C is induced by dehydration and salt
stress in Arabidopsis thaliana.. Proceedings of the National Academy of Sciences of the United States
of America, 1995, 92, 3903-3907.

ABA-Hypersensitive Germination3 Encodes a Protein Phosphatase 2C (AtPP2CA) That Strongly Regulates
Abscisic Acid Signaling during Germination among Arabidopsis Protein Phosphatase 2Cs. Plant 4.8 344
Physiology, 2006, 140, 115-126.

AtIPT3 is a Key Determinant of Nitrate-Dependent Cytokinin Biosynthesis in Arabidopsis. Plant and Cell
Physiology, 2004, 45, 1053-1062.

The barley pan-genome reveals the hidden legacy of mutation breeding. Nature, 2020, 588, 284-289. 27.8 314

An ABRE Promoter Sequence is Involved in Osmotic Stress-Responsive Expression of the DREB2A Gene,
Which Encodes a Transcription Factor Regulating Drought-Inducible Genes in Arabidopsis. Plant and
Cell Physiology, 2011, 52, 2136-2146.

Elucidation of the RNA Recognition Code for Pentatricopeptide Repeat Proteins Involved in Organelle 05 263
RNA Editing in Plants. PLoS ONE, 2013, 8, e57286. :

ABA-Hypersensitive Germinationl encodes a protein phosphatase 2C, an essential component of abscisic
acid signaling in Arabidopsis seed. Plant Journal, 2007, 50, 935-949.

A collection of 113€£800 single-copyDstransposon insertion lines inArabidopsis. Plant Journal, 2004, 37,
897-905. 57 208

Hyperosmotic Stress Induces a Ralaid and Transient Increase in Inositol 1,4,5-Trisphosphate Independent
Culture. Plant and Cell Physiology, 2001, 42, 214-222.

of Abscisic Acid in Arabidopsis Cel

Identification of two cell-cycle-controlling cdc2 gene homologs in Arabidopsis thaliana. Gene, 1991, 99 1
105, 159-165. : 60



20

22

24

26

28

30

32

34

36

TAKASHI HIRAYAMA

ARTICLE IF CITATIONS

Allantoin, a stress-related purine metabolite, can activate jasmonate signaling in a MYC2-regulated and
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