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Loss of Parkinsond€™s susceptibility gene LRRK2 promotes carcinogen-induced lung tumorigenesis.
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Proteotranscriptomic classification and characterization of pancreatic neuroendocrine neoplasms.
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Differential expression and prognostic relevance of autophagy-related markers ATG4B, GABARAP, and
LC3B in breast cancer. Breast Cancer Research and Treatment, 2020, 183, 525-547.

Single-cell analysis of autophagy activity in normal and de novo transformed human mammary cells.

Scientific Reports, 2020, 10, 20266. 3.3 2
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Diverse mechanisms of autophagy dysregulation and their therapeutic implications: does the shoe fit?.
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mTOR-Independent Pathway. ACS Chemical Neuroscience, 2018, 9, 1366-1379. 3.5 47
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Molecular characterization of metastatic pancreatic neuroendocrine tumors (PNETs) using
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A new quinoline-based chemical probe inhibits the autophagy-related cysteine protease ATG4B. 3.3 33
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Inhibiting the Core Autophagy Enzyme ATG4B with Novel Drugs Sensitizes Resistant Leukemic

Stem|/Progenitor Cells to Standard Targeted Therapy. Blood, 2018, 132, 933-933. 14 2
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Hsp83 loss suppresses proteasomal activity resulting in an upregulation of caspase-dependent

compensatory autophagy. Autophagy, 2017, 13, 1573-1589.

Clinical Applications of Autophagy Proteins in Cancer: From Potential Targets to Biomarkers.

International Journal of Molecular Sciences, 2017, 18, 1496. 41 41

Guidelines for the use and interpretation of assays for monitoring autophagy (3rd edition).
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Identification of breast cancer cell subtypes sensitive to ATG4B inhibition. Oncotarget, 2016, 7, L8 58
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modulates JNK signaling, cytoskeletal remodeling and autophagy. Biology Open, 2015, 4, 672-684.
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Monitoring Autophagic Flux by Using Lysosomal Inhibitors and Western Blotting of Endogenous
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Autophagy Inhibition Augments the Anticancer Effects of Epirubicin Treatment in
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Drosophila nemo is an essential gene involved in the regulation of programmed cell death.
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