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Alternate-locus aware variant calling in whole genome sequencing. Genome Medicine, 2016, 8, 130.
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Serial liquid biopsies for detection of treatment failure and profiling of resistance mechanisms in
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SEMA3A and IGSF10 Are Novel Contributors to Combined Pituitary Hormone Deficiency (CPHD).
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The germline variants in DNA repair genes in pediatric medulloblastoma: a challenge for current
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