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Chemical Diversity and Complexity of Scotch Whisky as Revealed by High-Resolution Mass

Spectrometry. Journal of the American Society for Mass Spectrometry, 2017, 28, 200-213.

Characterization of homologous sphingosine-1-phosphate lyase isoforms in the bacterial pathogen

Burkholderia pseudomallei. Journal of Lipid Research, 2017, 58, 137-150. 4.2 1



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS

IL-112a€“Induced Protection of Keratinocytes against Staphylococcus aureus-Secreted Proteases Is

Mediated by Human 12-Defensin 2. Journal of Investigative Dermatology, 2017, 137, 95-105.

Insight into Coenzyme A cofactor binding and the mechanism of acyl-transfer in an acylating aldehyde

dehydrogenase from Clostridium phytofermentans. Scientific Reports, 2016, 6, 22108. 3.3 18

New cytotoxic callipeltins from the Solomon Island marine sponge Asteropus sp.. Tetrahedron, 2016,
72,6929-6934.

Characterization of secreted sphingosined€da€phosphate lyases required for virulence and intracellular

survival of <i>Burkholderia pseudomallei</i>. Molecular Microbiology, 2016, 102, 1004-1019. 2.5 19

Mass spectrometry analysis of the oxidation states of the pro-oncogenic protein anterior gradient-2
reveals covalent dimerization via an intermolecular disulphide bond. Biochimica Et Biophysica Acta -
Proteins and Proteomics, 2016, 1864, 551-561.

Determination of Protein Thiol Reduction Potential by Isotope Labeling and Intact Mass Measurement. 6.5 5
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Redox regulation of tumour suppressor protein p53: identification of the sites of hydrogen peroxide

oxidation and glutathionylation. Chemical Science, 2013, 4, 1257. 74 21

Probing the Conformational Diversity of Cancerd€Associated Mutations in p53 with lona€Mobility Mass
Spectrometry. Angewandte Chemie - International Edition, 2013, 52, 4370-4374.

The Chemical Basis of Serine Palmitoyltransferase Inhibition by Myriocin. Journal of the American 13.7 o8
Chemical Society, 2013, 135, 14276-14285. )

[-Penicillamine is a mechanism-based inhibitor of serine palmitoyltransferase by forming a

pyridoxal-5a€2-phosphate-thiazolidine adduct. MedChemComm, 2012, 3, 1003.

An affinity purification procedure to isolate oxidized p53. Analytical Biochemistry, 2012, 420, 96-98. 2.4 2



38

40

42

44

46

48

50

52

54

ARTICLE IF CITATIONS

Cellular redox potential and the biomolecular electrochemical series: A systems hypothesis. Free

Radical Biology and Medicine, 2012, 53, 280-288.

Identification of Two Reactive Cysteine Residues in the Tumor Suppressor Protein p53 Using Top-Down

FTICR Mass Spectrometry. Journal of the American Society for Mass Spectrometry, 2011, 22, 888-897. 2.8 43

Mapping a Noncovalent Protein&€“Peptide Interface by Top-Down FTICR Mass Spectrometry Using
Electron Capture Dissociation. Journal of the American Society for Mass Spectrometry, 2011, 22,
1432-1440.

The serine palmitoyltransferase from <i>Sphingomonas wittichii</i> RW1: An interesting link to an

unusual acyl carrier protein. Biopolymers, 2010, 93, 811-822. 2.4 87

Top-down protein sequencing by CID and ECD using desorption electrospray ionisation (DESI) and
high-field FTICR mass spectrometry. International Journal of Mass Spectrometry, 2010, 289, 54-57.

Subdivision of the Bacterioferritin Comigratory Protein Family of Bacterial Peroxiredoxins Based on 05 34
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