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Inappropriate empirical antibiotic therapy for bloodstream infections based on discordant in-vitro
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In vivo evolution of an emerging zoonotic bacterial pathogen in an immunocompromised human host.
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Reporting for Polymyxin Antibiotics. Journal of Clinical Microbiology, 2021, 59, e0033221.
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Prevalence of Antibiotic-Resistant Pathogens in Culture-Proven Sepsis and Outcomes Associated With
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Six Years of Admission Screening for Carbapenemase-Producing Organisms at the NIH Clinical Center.
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Population-Level Burden of Delayed or In Vitro Discordant Empiric Antibiotics Among Bacteremic
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Rapid Identification of New Delhi Metallo-i2-Lactamase (NDM) Using Tryptic Peptides and LC-MS/MS.

Antimicrobial Agents and Chemotherapy, 2019, 63, . 3.2 4

External Validation of Difficult-to-Treat Resistance Prevalence and Mortality Risk in Gram-Negative
Bloodstream Infection Using Electronic Health Record Data From 140 US Hospitals. Open Forum
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Identification of the OXA-48 Carbapenemase Family by Use of Tryptic Peptides and Liquid
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Attributable mortality from extensively drug-resistant gram-negative infections using
propensity-matched tracer antibiotic algorithms. American Journal of Infection Control, 2019, 47,
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Rapid detection of colistin resistance protein MCR-1 by LCa€“MS/MS. Clinical Proteomics, 2019, 16, 8. 2.1 13

Dynamic Emergence of Mismatch Repair Deficiency Facilitates Rapid Evolution of Ceftazidime-Avibactam

Resistance in Pseudomonas aeruginosa Acute Infection. MBio, 2019, 10, .

Protracted course of disseminated adenovirus disease with necrotizing granulomas in the liver.

Diagnostic Microbiology and Infectious Disease, 2019, 94, 180-182. 1.8 2
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1163. Impact of Difficult-to-Treat Resistance on Survival in Gram-Negative Bacteremia: A Risk-Adjusted

Analysis Using Electronic Health Record-based Clinical Data From 140 US Hospitals. Open Forum
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Deciphering the Evolution of Cephalosporin Resistance to Ceftolozane-Tazobactam in Pseudomonas
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Difficult-to-Treat Resistance in Gram-negative Bacteremia at 173 US Hospitals: Retrospective Cohort
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Severe BCG-osis Misdiagnosed as Multidrug-Resistant Tuberculosis in an IL-12Ri21-Deficient Peruvian Girl.
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Meta%enomics for Clinical Infectious Disease Diagnostics Steps Closer to Reality. Journal of Clinical
Microbiology, 2018, 56, .

Comparative Population Genomics Analysis of the Mammalian Fungal Pathogen <i>Pneumocystis</i>. a1 23
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A Genoproteomic Approach to Detect Peptide Markers of Bacterial Respiratory Pathogens. Clinical
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Rapid Nanopore Sequencing of Plasmids and Resistance Gene Detection in Clinical Isolates. Journal of 3.9 100
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Peptide Markers for Rapid Detection of KPC Carbapenemase by LC-MS/MS. Scientific Reports, 2017, 7, 2531.
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A Comprehensive, Intensive Patient Surveillance Program for Carbapenemase-Producing Bacteria at the
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Trends in Gram-Negative Bloodstream Isolates With Limited High-Efficacy Low-Toxicity Antibiotic
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Mechanisms of Evolution in High-Consequence Drug Resistance Plasmids. MBio, 2016, 7, .

A Novel Peptidomic Approach to Strain Typing of Clinical Acinetobacter baumannii Isolates Using Mass
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Commentary: Molecular Assay Validation Using Genomic Sequence Databases. Journal of Clinical
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A Model for Transposition of the Colistin Resistance Gene <i>mcr-1<[i> by IS <i>Apl1</i>. Antimicrobial 3.9 153
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Data. Antimicrobial Agents and Chemotherapy, 2016, 60, 4910-4919. 3.2 85



38

40

42

44

46

48

JOHN DEKKER

ARTICLE IF CITATIONS

An Update on the Streptococcus bovis Group: Classification, Identification, and Disease Associations.
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Performance of the Cryptococcal Antigen Lateral Flow Assay in Non-HIV-Related Cryptococcosis. 2.9 a8
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Clinical Performance of a Matrix-Assisted Laser Desorption lonizationa€“Time of Flight Mass
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