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28 Mixed stock assessment of lake-run Caspian Sea trout Salmo caspius in the Lar National Park, Iran.
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Heritability estimation via molecular pedigree reconstruction in a wild fish population reveals
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Genomic signatures of fineâ€•scale local selection in Atlantic salmon suggest involvement of sexual
maturation, energy homeostasis and immune defenceâ€•related genes. Molecular Ecology, 2018, 27,
2560-2575.

3.9 50

46 Genomic signatures of parasite-driven natural selection in north European Atlantic salmon (Salmo) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 382 Td (salar). Marine Genomics, 2018, 39, 26-38.1.1 15

47 Modularity Facilitates Flexible Tuning of Plastic and Evolutionary Gene Expression Responses during
Early Divergence. Genome Biology and Evolution, 2018, 10, 77-93. 2.5 10

48 Rapid sex-specific evolution of age at maturity is shaped by genetic architecture in Atlantic salmon.
Nature Ecology and Evolution, 2018, 2, 1800-1807. 7.8 69

49 A microsatellite baseline for genetic stock identification of European Atlantic salmon (Salmo salar) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 262 Td (L.). ICES Journal of Marine Science, 2018, 75, 662-674.2.5 14

50 Regulatory Architecture of Gene Expression Variation in the Threespine Stickleback <i>Gasterosteus
aculeatus</i>. G3: Genes, Genomes, Genetics, 2017, 7, 165-178. 1.8 22

51 Rapid, broadâ€•scale gene expression evolution in experimentally harvested fish populations. Molecular
Ecology, 2017, 26, 3954-3967. 3.9 56

52 Harnessing the Power of Genomics to Secure the Future of Seafood. Trends in Ecology and Evolution,
2017, 32, 665-680. 8.7 202

53 Functional Annotation of All Salmonid Genomes (FAASG): an international initiative supporting
future salmonid research, conservation and aquaculture. BMC Genomics, 2017, 18, 484. 2.8 99

54 Diversity and linkage disequilibrium in farmed Tasmanian Atlantic salmon. Animal Genetics, 2017, 48,
237-241. 1.7 66



5

Craig R Primmer

# Article IF Citations

55 Non-invasive genetic monitoring involving citizen science enables reconstruction of current pack
dynamics in a re-establishing wolf population. BMC Ecology, 2017, 17, 44. 3.0 24

56 Single nucleotide polymorphisms to discriminate different classes of hybrid between wild Atlantic
salmon and aquaculture escapees. Evolutionary Applications, 2016, 9, 1017-1031. 3.1 27

57
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Genomeâ€•wide <scp>SNP</scp> analysis reveals a genetic basis for seaâ€•age variation in a wild population
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3.9 96

71
Molecular pedigree reconstruction and estimation of evolutionary parameters in a wild Atlantic
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originating from contrasting salinity environments. Journal of Proteomics, 2014, 105, 144-150. 2.4 14
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Distribution and biological characteristics of escaped farmed salmon in a major subarctic wild
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for conservation prioritization. Frontiers in Zoology, 2009, 6, 6. 2.0 19

116 Geographic patterns of genetic differentiation and plumage colour variation are different in the pied
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122 Identification of differentially expressed proteins in <b><i>Ficedula</i></b> flycatchers. Proteomics,
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implications for conservation and management. Evolutionary Applications, 2008, 1, 137-154. 3.1 66
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2.4 61

131 Comparison of hypoxia-inducible factor-1 alpha in hypoxia-sensitive and hypoxia-tolerant fish species.
Comparative Biochemistry and Physiology Part D: Genomics and Proteomics, 2007, 2, 177-186. 1.0 54

132 Genetic variability predicts common frog (Rana temporaria) size at metamorphosis in the wild.
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140 Molecular evolution of the avian growth hormone gene and comparison with its mammalian
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143 Do dominants have higher heterozygosity? Social status and genetic variation in brown trout, Salmo
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