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6 The Oct-1 homoeodomain directs formation of a multiprotein-DNA complex with the HSV
transactivator VP16. Nature, 1989, 341, 624-630. 13.7 477

7
Ethidium bromide provides a simple tool for identifying genuine DNA-independent protein
associations.. Proceedings of the National Academy of Sciences of the United States of America, 1992,
89, 6958-6962.

3.3 458

8 Secondary structure model for 23S ribosomal RNA. Nucleic Acids Research, 1981, 9, 6167-6189. 6.5 397

9 Human Sin3 deacetylase and trithorax-related Set1/Ash2 histone H3-K4 methyltransferase are tethered
together selectively by the cell-proliferation factor HCF-1. Genes and Development, 2003, 17, 896-911. 2.7 356

10 The POU domain: versatility in transcriptional regulation by a flexible two-in-one DNA-binding
domain.. Genes and Development, 1995, 9, 1679-1693. 2.7 353

11 The SV40 enhancer is composed of multiple functional elements that can compensate for one another.
Cell, 1986, 45, 461-470. 13.5 344

12 The SV40 enhancer contains two distinct levels of organization. Nature, 1988, 333, 40-45. 13.7 327

13 The POU domain is a bipartite DNA-binding structure. Nature, 1988, 336, 601-604. 13.7 301

14 Nucleotide sequence of AKV murine leukemia virus. Journal of Virology, 1984, 49, 471-478. 1.5 279

15 A 100-kD HeLa cell octamer binding protein (OBP100) interacts differently with two separate
octamer-related sequences within the SV40 enhancer.. Genes and Development, 1987, 1, 1147-1160. 2.7 271

16 The herpes simplex virus VP16-induced complex: the makings of a regulatory switch. Trends in
Biochemical Sciences, 2003, 28, 294-304. 3.7 265

17 The VP16 accessory protein HCF is a family of polypeptides processed from a large precursor protein.
Cell, 1993, 74, 115-125. 13.5 259

18 Promoter-selective activation domains in Oct-1 and Oct-2 direct differential activation of an snRNA
and mRNA promoter. Cell, 1992, 68, 755-767. 13.5 234



3

Winship Herr

# Article IF Citations

19 E2F Activation of S Phase Promoters via Association with HCF-1 and the MLL Family of Histone H3K4
Methyltransferases. Molecular Cell, 2007, 27, 107-119. 4.5 218

20 OBP100 binds remarkably degenerate octamer motifs through specific interactions with flanking
sequences.. Genes and Development, 1988, 2, 1400-1413. 2.7 201

21 O-GlcNAc Transferase Catalyzes Site-Specific Proteolysis of HCF-1. Cell, 2011, 144, 376-388. 13.5 199

22 Activation of the U2 snRNA promoter by the octamer motif defines a new class of RNA polymerase II
enhancer elements.. Genes and Development, 1988, 2, 1764-1778. 2.7 186

23 Diethyl pyrocarbonate: a chemical probe for secondary structure in negatively supercoiled DNA..
Proceedings of the National Academy of Sciences of the United States of America, 1985, 82, 8009-8013. 3.3 181

24 Genome-Wide RNA Polymerase II Profiles and RNA Accumulation Reveal Kinetics of Transcription and
Associated Epigenetic Changes During Diurnal Cycles. PLoS Biology, 2012, 10, e1001442. 2.6 178

25 Loss of HCF-1â€“Chromatin Association Precedes Temperature-Induced Growth Arrest of tsBN67 Cells.
Molecular and Cellular Biology, 2001, 21, 3820-3829. 1.1 175

26 Duplications of a mutated simian virus 40 enhancer restore its activity. Nature, 1985, 313, 711-714. 13.7 170

27 HCF-1 Is Cleaved in the Active Site of O-GlcNAc Transferase. Science, 2013, 342, 1235-1239. 6.0 162

28 Mechanism of ribosomal subunit association: Discrimination of specific sites in 16 S RNA essential for
association activity. Journal of Molecular Biology, 1979, 130, 433-449. 2.0 151

29 The solution structure of the Oct-1 POU-specific domain reveals a striking similarity to the
bacteriophage Î» repressor DNA-binding domain. Cell, 1993, 73, 193-205. 13.5 144

30 Quantifying ChIP-seq data: a spiking method providing an internal reference for sample-to-sample
normalization. Genome Research, 2014, 24, 1157-1168. 2.4 143

31 A single amino acid exchange transfers VP16-induced positive control from the Oct-1 to the Oct-2
homeo domain.. Genes and Development, 1992, 6, 2058-2065. 2.7 141

32 A single-point mutation in HCF causes temperature-sensitive cell-cycle arrest and disrupts VP16
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