
Pierre Taberlet

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4097628/publications.pdf

Version: 2024-02-01

252

papers

50,533

citations

101

h-index

1980

214

g-index

1668

262

all docs

262

docs citations

262

times ranked

34887

citing authors



Pierre Taberlet

2

# Article IF Citations

1 Broad maternal geographic origin of domestic sheep in Anatolia and the Zagros. Animal Genetics, 2022,
53, 452-459. 0.6 3

2 Editorial 2022. Molecular Ecology, 2022, 31, 1-30. 2.0 5

3 Assessing environmental DNA metabarcoding and camera trap surveys as complementary tools for
biomonitoring of remote desert water bodies. Environmental DNA, 2022, 4, 580-595. 3.1 7

4 Interspecific coprophagia by wild red foxes:<scp>DNA</scp>metabarcoding reveals a potentially
widespread form of commensalism among animals. Ecology and Evolution, 2022, 12, . 0.8 6

5 Modelling technical and biological biases in macroinvertebrate community assessment from bulk
preservative using multiple metabarcoding markers. Molecular Ecology, 2021, 30, 3221-3238. 2.0 30

6 Comparison of markers for the monitoring of freshwater benthic biodiversity through DNA
metabarcoding. Molecular Ecology, 2021, 30, 3189-3202. 2.0 35

7
Morphological vs. DNA metabarcoding approaches for the evaluation of stream ecological status
with benthic invertebrates: Testing different combinations of markers and strategies of data filtering.
Molecular Ecology, 2021, 30, 3203-3220.

2.0 27

8 Environmental DNA metabarcoding for freshwater bivalves biodiversity assessment: methods and
results for the Western Palearctic (European sub-region). Hydrobiologia, 2021, 848, 2931-2950. 1.0 24

9 Power and limitations of environmental DNA metabarcoding for surveying leaf litter eukaryotic
communities. Environmental DNA, 2021, 3, 528-540. 3.1 4

10
How do forest management and wolf space-use affect diet composition of the wolfâ€™s main prey, the
red deer versus a non-prey species, the European bison?. Forest Ecology and Management, 2021, 479,
118620.

1.4 8

11 Sharing and reporting benefits from biodiversity research. Molecular Ecology, 2021, 30, 1103-1107. 2.0 19

12
Small shrubs with large importance? Smaller deer may increase the moose-forestry conflict through
feeding competition over Vaccinium shrubs in the field layer. Forest Ecology and Management, 2021,
480, 118768.

1.4 13

13 Lake Sedimentary DNA Research on Past Terrestrial and Aquatic Biodiversity: Overview and
Recommendations. Quaternary, 2021, 4, 6. 1.0 121

14 eDNA metabarcoding for biodiversity assessment, generalist predators as sampling assistants.
Scientific Reports, 2021, 11, 6820. 1.6 20

15 Comprehensive coverage of human last meal components revealed by a forensic DNA metabarcoding
approach. Scientific Reports, 2021, 11, 8876. 1.6 5

16 Biodiversity monitoring using environmental DNA. Molecular Ecology Resources, 2021, 21, 1405-1409. 2.2 15

17 Environmental DNA for biomonitoring. Molecular Ecology, 2021, 30, 2931-2936. 2.0 38

18 Analysis of complex trophic networks reveals the signature of land-use intensification on soil
communities in agroecosystems. Scientific Reports, 2021, 11, 18260. 1.6 10



3

Pierre Taberlet

# Article IF Citations

19
Assessing changes in stream macroinvertebrate communities across ecological gradients using
morphological versus DNA metabarcoding approaches. Science of the Total Environment, 2021, 797,
149030.

3.9 3

20 The bear-berry connection: Ecological and management implications of brown bears' food habits in a
highly touristic protected area. Biological Conservation, 2021, 264, 109376. 1.9 11

21 Latent Dirichlet Allocation reveals spatial and taxonomic structure in a DNAâ€•based census of soil
biodiversity from a tropical forest. Molecular Ecology Resources, 2020, 20, 371-386. 2.2 16

22 Ecological specialization and niche overlap of subterranean rodents inferred from DNA
metabarcoding diet analysis. Molecular Ecology, 2020, 29, 3143-3153. 2.0 18

23 High levels of primary biogenic organic aerosols are driven by only a few plant-associated microbial
taxa. Atmospheric Chemistry and Physics, 2020, 20, 5609-5628. 1.9 16

24 Advances and prospects of environmental DNA in neotropical rainforests. Advances in Ecological
Research, 2020, , 331-373. 1.4 27

25 Editorial 2020. Molecular Ecology, 2020, 29, 1-19. 2.0 3

26 Variability of the Atmospheric PM10 Microbiome in Three Climatic Regions of France. Frontiers in
Microbiology, 2020, 11, 576750. 1.5 6

27 Unlocking biodiversity and conservation studies in highâ€•diversity environments using environmental
DNA (eDNA): A test with Guianese freshwater fishes. Molecular Ecology Resources, 2019, 19, 27-46. 2.2 135

28 Foraging plasticity allows a large herbivore to persist in a sheltering forest habitat: DNA
metabarcoding diet analysis of the European bison. Forest Ecology and Management, 2019, 449, 117474. 1.4 39

29 An evaluation of sequencing coverage and genotyping strategies to assess neutral and adaptive
diversity. Molecular Ecology Resources, 2019, 19, 1497-1515. 2.2 31

30 A heritable subset of the core rumen microbiome dictates dairy cow productivity and emissions.
Science Advances, 2019, 5, eaav8391. 4.7 218

31 DNA metabarcodingâ€”Need for robust experimental designs to draw sound ecological conclusions.
Molecular Ecology, 2019, 28, 1857-1862. 2.0 300

32 Optimizing environmental DNA sampling effort for fish inventories in tropical streams and rivers.
Scientific Reports, 2019, 9, 3085. 1.6 93

33 Doubting dung: eDNA reveals high rates of misidentification in diverse European ungulate
communities. European Journal of Wildlife Research, 2019, 65, 1. 0.7 27

34 Last but not beast: the fall of the Alpine wolves told by historical DNA. Mammal Research, 2019, 64,
595-600. 0.6 4
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